
13MYNBB057
13MYNBB061

14MYNBB194
13MYNBB076
13MYNBB114

13MYNBB140
14MYNBB170

14MYNBB162
14MYNBB157

14MYNBB085
13MYNBB141

13MYNBB071
Ref.G.ES.DEURF09GQ001.KC473845
Ref.G.ES.P2420_3.KC113000

Ref.G.CM.2004.515-28.FJ389365
Ref.G.NG.2001.01NGPL0669.DQ168576

Ref.G.ES.2006.06SP14-320770.EU342797
Ref.G.NG.2001.01NGPL0567.DQ168573

Ref.G.NG.08NG.SC13.JN248582
Ref.G.NG.09NG.SC20.JN248583

Ref.G.NG.09NG.SC62.JN248593
Ref.G.LR.1994.94LB11.AF212296

Ref.G.NG.2001.01NGPL0674.DQ168575
Ref.G.CM.178-15.FJ389363

Ref.G.CN.GX-2084.08.JN106043
Ref.G.NG.09NG.SC26.JN248586

Ref.G.CN.2002.02CNLN35.EF122523

Ref.G.SA.J11232.EU697905
Ref.G.IT.IT031.DQ445117

Ref.G.NG.01NGPL0209P.DQ168574

Ref.G.NG.2009.09NG.SC31.JN248591
Ref.G.ES.DEMG05ES001.JX140674
Ref.G.ES P962.EU786670

Ref.G.SA.TV546.KJ948662
Ref.G.BE.96.DRCBL.AF084936

Ref.G.SE.SE6165.AF061642
Ref.G.CD.97CDKP58e.AF316544
Ref.G.NG.92.92NG083.U88826

Ref.G.CM.01CM.4049HAN.AY371121
Ref.G.CM.944-5.FJ389366

Ref.G.KE.06KECst_014.FJ623495
Ref.G.KE.06KECst_014.FJ623498

Ref.G.CM.DEMG10CM008.JX140676
Ref.G.RU.Pat06.GU991867

Ref.G.RU.Pat16.GU991877
Ref.G.RU.Pat18.GU991879

Ref.G.RU.Pat15.GU991876
Ref.G.RU.Pat11.GU991872
Ref.G.RU.Pat22.GU991883

Ref.G.RU.Pat03.GU991864
Ref.G.RU.Pat20.GU99188

Ref.G.FI.HH8793 clone 12.1.AF061641
Ref.G.CM.96CMABB55.AY772535

Ref.G.KE.ML1979PCR.EU110096
Ref.G.CY.CY063.FJ388908

Ref.G.CM.A1786.FJ389367
Ref.G.CU.Cu85.AY586548
Ref.G.CU.Cu87.AY586549

Ref.G.CU.Cu74.AY586547
Ref.G.ES.DEMG09ES002.JX140675
Ref.G.ES.X2634-2.GU362882

Ref.G.PT.x.PT2695.AY612637
Ref.G.ES X1628-2.FJ670520

Ref.G.PT.98PTHEM103.GU230139
Ref.G.PT.00PTHSM5.GU230138

Ref.G.ES.X558.AF423760
Ref.G.ES.X138.AF450098

Ref.G.ES P1981-2.FJ670530
Ref.G.DE.9196/01.AY882421

Ref.G.ES.DE01405BR001.JX140649
Ref.G.ES X1870.FJ670522

Ref.G.ES X1118-4.FJ670517
Ref.G.ES.X397.AF423756

Ref.G.ES.X421.AF423757
Ref.G.ES.X477.AF423759
Ref.G.ES.X475.AF423758

Ref.G.ES.ES X772-8.FJ670528
Ref.G.ES.DE01405ES002.KC473837

Ref.G.NG.97NG18.AF212292
Ref.G.CD.strain BCF-Dioum.FJ183725

Ref.G.ZA.95ML84.AJ245481
Ref.G.ES.00SP-19804.DQ926898

Ref.G.GH.97GH19.AF212290
Ref.G.NG.00NE95.AJ508596

Ref.G.CD.91ZR02.AF212295
Ref.G.CD.BCF-Kita.FJ183726

Ref.G.ES.X254.AF423755
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Subtype GMY

(HXB2: 1753-3440 nt)
Partial gag-pol gene

Incident infection
Prevalent infection


