S2 Table. Prime sequences for RNA-binding proteins, two inhibitors of proteolytic activity  and a housekeeping gene.

	
	Gene abbreviation
	Gene name
	General function
	GenBank accession number
	Forward and reverse primers
	LNA probe*

	RBPs
	AUF1
	Human AU-rich element RNA-binding protein AUF1 mRNA, complete cds
	ARE-mRNA destabilization
 ADDIN EN.CITE 
[1,2]

	U02019.1
	gcgaagattgacgccagta
	#88

	
	
	
	
	
	tcccagctaaggcctcctat
	

	
	HuR
	Human HuR RNA binding protein (HuR) mRNA
	ARE-mRNA stabilization
 ADDIN EN.CITE 
[1,3]

	U38175.1
	ccaggcgcagagattcag
	#72

	
	
	
	
	
	ggttgtagatgaaaatgcaccag
	

	
	NCL
	Homo sapiens nucleolin
	Ribosomal RNA biosynthesis4[]

	NM_005381.2
	ccacttgtccgcttcaca
	#70

	
	
	
	
	
	tcttggggtcaccttgattt
	

	
	TIA
	Human polyadenylate binding protein
	Inhibition of translation5[,6]

	M77142.1
	agggagctggacctggag
	#46

	
	
	
	
	
	tggaaaggttaccgacgtataga
	

	
	TIAR
	GDB Homo sapiens nucleolysin TIAR mRNA
	
	M96954.1
	ggcaaccatggaatcaaca
	#84

	
	
	
	
	
	agcaccaaatccacccatc
	

	
	PCBP2
	Homo sapiens poly(rC) binding protein 2
	replication or translation of many RNA viruses
	NM_005016.5
	agatctgcgtggtcatgttg
	#14

	
	
	
	
	
	tgctgtacctgtcctgacca
	

	Inhibitors of proteolytic activity
	RECK
	Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs
	Inhibition of MMP secretion and induction of its inhibitors7


[ ADDIN EN.CITE ]

	NM_021111.2
	caagtgtccttcgctcttgg
	#42

	
	
	
	
	
	cacataatgggcaacaagca
	

	
	PTEN
	Homo sapiens phosphatase and tensin homolog
	Inhibition of MMP secretion and induction of its inhibitors8


[ ADDIN EN.CITE ]

	NM_000314.4
	gcacaagaggccctagatttc
	#60

	
	
	
	
	
	cgcctctgactgggaatagt
	

	Housekeeping gene
	PSMB2
	Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2
	Housekeeping gene9[]

	NM_002794.4
	gtgagagggcagtggaactc
	#50

	
	
	
	
	
	gaaggttggcagattcagga
	


Legend: Legend: ARE, Adenine and uracil-Rich Element; MMP, matrix metalloproteinase, *Number of Locked Nucleic Acid (LNA) probe associated with a prime pair according to http://universalprobelibrary.com 
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