
	Primer
	Sequence (5’ to 3’)

	Orca2_F
	GAAATTCGCTGCGGAAATCAGGGA

	Orca2_R
	AGATGACACGATGAAGATCGGCGT

	Orca3_F
	TGTCAGGAGGATTCTGTTGTGGGA 

	Orca3_R
	CGCATATTAAACGCGGCTGCATCA 

	Zct1_F
	AATCTTTAGCGGTGACGAAGCCGA 

	Zct1_R
	CGTTGTCCTCAGGCGTCAAATTCA 

	Zct2_F
	TTTCCATCGTTTCAAGCTCTCGGC

	Zct2_R
	ATTACCGGACGCCGAATCACTCAT

	Zct3_F
	CAGCAACAACAACCCACCGAAGAA

	Zct3_R
	TTGCCTTATGTCCTCCGAGTGCTT

	Tdc_F
	ACCTACGACCGTCGAAACGGATTT

	Tdc_R
	AAACTCGGGACATATACAGGCGCT

	[bookmark: _GoBack]Str_F
	GCTAGAAGGGCCAAAGAA

	Str_R
	GGTGGTGGAAGTGGTATAA

	G10h_F
	TAGCAGGGACGGACACAACATCAA

	G10h_R
	TCACGTCCAATTGCCCAAGCATTC


[bookmark: _Ref289677841][bookmark: _Toc291417947]S4 Table: Primer sequences used for qPCR analysis of C. roseus transcription factor and TIA biosynthetic genes. Orca and Zct primers were previously described in [8]. Tdc and G10h primers were previously described in [9].  Str primers are newly designed.
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st GAAATICOCTOROOAATCAGOOA
002 R AGKTGACACGATGAAGATCGOCGT
et TOTCAGOAGGATICTGTGTGG0A
BaF ANTCTITAGCGGTGACGAAGECGA
ZF TITCCATCOTITOGCTCTCO0C
208 ATIACCOGACOCCOANTCACTEAT
L5 F CAGCAACARCACCCACCGAGAA
SF GTAGAGRICENONN

Gl F | TAGEAGIGACGGACACACATCAA
G R TCACGICCANTIGECCANGEATTC
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