
Original uncropped and unadjusted blots for STAT1 in Fig. 4C
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The bands for STAT1 and pSTAT1 are too close to

each other. Here the same samples are presented

on two gels and incubated with separated

antibodies.
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Original uncropped and unadjusted blots for p65 in Fig. 4D
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The cytosol and nuclear sections are

incubated with respective control antibodies.



Original uncropped and unadjusted blots for STAT6 in Fig. 4E
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Original uncropped and unadjusted blots for COX2 in Fig. 4F
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Original uncropped and unadjusted blots for COX2 in Fig. 6E

170 kd

130 kd

100 kd

70 kd

55 kd

40 kd

25 kd

10 kd

COX2

(predicted: 70-74 kd)

Ctr FIN     FIN+IND Ctr FIN     FIN+IND Ctr FIN     FIN+IND

Donor 1 Donor 2 Donor 3

GAPDH

(predicted: 36 kd)


