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Table S2. Target prediction of novel gma-miRNAs using psRNATarget online.
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Table S2. Target prediction of novel gma-miRNAs using psRNATarget online.
	miRNAs
	Targets
	Exp
	UPE
	miRNA
start..end
	Target
start..end
	miRNA_aligned_fragment
	Target_aligned_fragment
	Inhibition
	Target_Desc.

	gma-miR1516-N1
	TC455346
	2
	16
	1..22
	373..394
	AUAUAUUUUCUGUAGAGAAGCU
	AACUUCUCAACUGAAAAUAUAU
	Translation
	None

	gma-miR4401-N1
	BM567682
	2
	15
	1..20
	147..166
	AAAGACGUUGUUGAGGUAAG
	UUUAUUUCAACAACGUUUUU
	Cleavage
	UniRef100_Q8I1D7 Cluster

	gma-miR-N4
	TC460481
	2
	19
	1..20
	66..85
	UCUUGACUUUGGACUUUUGG
	CUAAAAGUCCAAAGUAAAGA
	Cleavage
	similar to UniRef100_A2Q3V4 Cluster: Integral membrane protein DUF6 containing protein

	gma-miR-N5
	TC428527
	2
	11
	1..21
	121..141
	UAUGUUUGGAUAGAGAAUUUU
	AAGAUUCUCUAACCAAAUAUA
	Translation
	similar to UniRef100_Q0GPH2 Cluster: BZIP transcription factor 

	gma-miR-N5
	TC460685
	2
	5
	1..21
	196..216
	UAUGUUUGGAUAGAGAAUUUU
	AAGAUUCUCUAACCAAAUAUA
	Translation
	similar to UniRef100_Q0GPH3 Cluster: BZIP transcription factor 

	gma-miR-N7
	TC428298
	2
	12
	1..24
	704..727
	AACACAAUGGAAUCGUGAUUUCGU
	AUUGAAUCAUGAUUUUGUUGUGUU
	Cleavage
	None


Parameters of psRNATarget: Maximum expectation = 2.0; Glycine max (soybean), unigene, DFCI Gene Index (GMGI, version 16).
