S1 Table. Primers used for H7N9 genome sequencing.
	Gene 
	Primer*
	Sequence (5’→3’)
	Annealing (°C)
	Size (bp)

	PB2
	PB2-F
	5’-agcgaaagcaggtcaaatatattca-3’
	50
	2341

	
	PB2-2341R
	5’-agtagaaacaaggtcgtttttaaac-3’
	
	

	PB1
	PB1-F
	5’-atggatgtcaatccgacttt-3’
	50
	2274

	
	PB1-2274R
	5’-ctatttttgccgtctgagct-3’
	
	

	PA
	PA-F
	5’-agcgaaagcaggtactgatcc-3’
	50
	2233

	
	PA-2233R
	5’-agtagaaacaaggtacttttttgga-3’
	
	

	HA
	HA-F
	5’-atgaacactcaaatcctggtattc-3’
	55
	1683

	
	HA-1683R
	5’-ttatatacaaatagtgcaccgca-3’
	
	

	NP
	NP-F
	5’-atggcgtctcaaggcaccaaacgatc-3’
	55
	1497

	
	NP-1497R
	5’-tcaattgtcatactcctctgcattg-3’
	
	

	NA
	NA-F
	5’-atgaatccaaatcagaagattctat-3’
	55
	1398

	
	NA-1398R
	5’-ttagaggaagtactctattttagccc-3’
	
	

	M
	M-F
	5’-atgagtcttctaaccgaggtcgaa-3’
	55
	982

	
	M-982R
	5’-ttacttcagctctatgttgaca-3’
	
	

	NS
	NS-F
	5’-cggaattcaatggattccaatactgtgtc-3’
	55
	838

	
	NS-838R
	5’-cgggatccttaaataagctgaaacgaga-3’
	
	


*Primer sequences of PB1, NP, and M were referenced in the following article, whereas the primers for the other genes were kindly provided by Drs Shin-Ru Shih (PB2, PA, HA, NA ) and Rei-Lin Kuo (NS) of the Research Center for Emerging Viral Infections, Chang Gung University, Taoyuan, Taiwan.
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