S9 File. The gene model for ReWRKY21. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

fourth exon misannotated is boxed.

1 agagagacagagagagtgactgtggaattctttcattttctgtagaaattcgaaagtaga
61 tgagagaatatttcccggagacttgctattcgacgtttacttgttcaccagacttcatee
121 tcgtgcaagacaggecgecagttctttectactgacgeatatatgecaccattccataaacagg
181 agaaggagaacaaaaacaagaattgggagtggaagcttgatttgataagegttactaaaa
1 M EGGEIREVPNYETLWS QVSFST
241 gcatATGGAAGGAGGAGAAAGAGAAGTTCCAAATTATGAATTACAAGTCTCGTTCTCGAC
200P Q AT HEMGEFVQFEEN QVLSF
301 GCCACAAGCAATCCATGAGATGGGTTTCGTACAATTTGAGGAGAACCAGGTTCTAAGCTT
40 L AP S HSQQSSQTITSQPLNTTT
361 TTTGGCACCTTCACACTCACAGCAATCTTCTCAGATATCTCAACCACTCAATACCACAAC
60 T T T Q I G F S T H N D Q
421 CACCACTACCCAAATAGGGTTTAGTACTCATAACGACCAGgtcagttagattcttgaggt
481 ttgttatatatatacatactaagtttatcctgagattctgtttacttttcctggtactta
73 V
541 tttattgattcactagtcaaccttttgaaatttattcattcttgttatggaaatcttagG
74 G NL DPIKATNETDTT CTASANTDG
601 TAGGAAACTTGGATCCAAAGGCTACAAATGAAGATACCTGCACTGCTAGTGCTAACGATG
949 N N S W
661 GCAACAATTCTTGgtattcttcttctetttgtttettetectttatettttcaagggtag
721 ggatctttcttccttgagecatgecacacatacaacaatatccaagaaaaatattcttcaag
781 gtataagttcaatattggtttttaaaaaaaggtataagttcaacagaatctaaggagatc
841 tatccacccgcatgtggaagagaagagagtgetectgttcagecacagtactacttttet
901 tttgtccagcaatatatcttctectetttetetttetetecegtggetgecaggaggaaag
961 tgcgaacttgacatcataaaagtctcagatccaccattccattaaaccgatctattttta
1021 tttatcaatttcctgttcactttcattctttceccectatecttattgectggaaacaaaaa
98 W RS SSSSEZKNZ KV
1081 gcctgaagatttgaaatcttggtagGTGGAGAAGCTCATCATCCTCAGAGAAGAATAAAG
110 K VR R R L REPRFCFQTRSDUVD
1141 TGAAAGTCAGGAGAAGGCTTAGAGAACCAAGATTCTGTTTTCAAACACGAAGTGATGTGG
30 v L DDGY KWRIKYGQ KV VKNS L
1201 ATGTGCTTGATGACGGTTATAAATGGAGAAAATATGGCCAGAAAGTAGTTAAAAATAGCC
150 H P R
1261 TTCATCCAAGgtaaatctttccgttccttctegattecttgatgecatatgeaccaaaaat
1321 tagcttaattttagttatttgaagttaatgagcaactatttattctgettttctatteat
1381 tatatctgatttcatgcattaatgctgtcatcatctaaccctaatcaatgatcttettgt
1441 ttttactgtaaaaagctgcttttcacataaaaatacgagcttaaatgcaggttaattata
1501 gctctttaaagataataatattgaaaataatatataacaacatctactaaccctttgaag

1561 caatacacaataatttcgttcaaagttatcaaccagtagaggagaatattaggagtacag
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tgtgtcagccattcaagettcttttaatcattggtgggagagtcaggagcaatacttage

cttcgcaagtatcaacaacatctcgttctttttcttaaaaaaaaagaagattaattcttg

catttatatacctatgcaalgtgtctattgcaaagtaaatgctgagttgagegaaatccecec

tctccagagcatgaagtatctttecctatttgaaaattctgagaattcaaatgectttgee

taalgttcttgeccgtagtgaaagaaaaagaagcattggaaaagaaaattgcaattggagtt
tattaataatattattcaaaagagacattaatttgaagggaaaactcatgcctageettg
atgtatccatacactaaaaattgatagataattgatacatattcattaattttaaatata
acatgtgtcaatcctccaattttaaaatataaaatacaaatatatacgtattattctctt
actaatattgatatatacaccaagtctagataaaaatttctcacaactaataagagagtg
atacatatggatgagtattttataatttgatatgagatgactgacacatactatattaat
taaaactaatgaatatatatcaattatctatcagtttagtgtatagatgaagacatacat
taaaaactgttttattaggtttttgtacctgtcattgecactacaataccgcaagtggtat
ctcagaattagagaagactgaaacaggagtctaaaagctgaagagaaaatgaaaaatcta
ataatagttttatgtagtacccaagatgagatccgaattataatgcataagaaaaccgaa
tgtataagaagtctatgtgaaatctcaaccaaaatggtaggtacaagacacactgacatt
atagaagacatttatctgttttaagataaatagattctttaaatagggatttgaaataat
tccacatgaaactaatcattaacttggattttgatactaatcacgttacaatattttgac
agttgcttaaccatctaccgtcattgaaattgtagaatctgtttcactaatagecattaca
tacaagaagaaatttacgttgctctcattttecctgegtcttacttectettatectecatteca
gtttagttgcacccttatatacacacttgcaattcgettgagaagttctaaacgaagagt
tctgtttataggcatctctacaggtagacgnnntttttaatatcttatatattacataag
cattatgagatccgttgtcatggaatggataaactccttaaaaaattagaaaggttaaaa

S Y YR CTHS NZC
ggttttcttatattctgaatgactagcagAAGTTACTACCGATGCACCCACAGCAATTGT
R VX KRVERTLSETDT CRMYVYTITTTY
CGAGTAAAGAAAAGAGTCGAACGATTGTCAGAAGATTGTCGAATGGTGATAACAACATAT
EGRHNUHS®PCDDSNSSEHECF
GAAGGTAGACACAATCACTCTCCATGCGATGACTCAAATTCATCTGAACACGAATGCTTC
T S F x%
ACTTCTTTCTGAtagttgaatttttattaaattataaaagaaacattgttgtaattatta
taatgtgttagccagecttgtg



