[bookmark: _GoBack]Table S9. Utilization of peptides as nitrogen sources for respiration for P. asymbiotica ATCC43949 (Pa) and P. luminescens TT01 (Pl) at 28°C and 37°C. Data from Biolog plate PM08 in which the bacteria were grown in M9 supplemented with 20 mM mannose (as a carbon source) with 1x RPMI vitamins at 37°C. A binary classification is used where 1 is positive and zero is negative. A classification of 1 is given if the respiration curve of the test sample rises above the upper limit of that of the relevant control cell curve. Cells in yellow indicate that the bacteria could use the source for at least limited respiration to a level above the background level of the negative control well.  Cells in green indicate were high levels of respiration were observed. Those in red show ability to use the source in all cases.

	Plate, well
	Peptide source
	Pa 28°C
	Pa 37°C
	Pl 28°C

	PM08,A01
	Negative Control
	
	
	

	PM08,A02
	L-Glutamine
	0
	1
	0

	PM08,A03
	Ala-Asp
	0
	0
	0

	PM08,A04
	Ala-Gln
	1
	1
	0

	PM08,A05
	Ala-lle
	0
	0
	0

	PM08,A06
	Ala-Met
	0
	0
	0

	PM08,A07
	Ala-Val
	0
	0
	0

	PM08,A08
	Asp-Ala
	0
	0
	0

	PM08,A09
	Asp-Gln
	0
	0
	0

	PM08,A10
	Asp-Gly
	0
	0
	0

	PM08,A11
	Glu-Ala
	0
	1
	0

	PM08,A12
	Gly-Asn
	0
	1
	0

	PM08,B01
	Gly-Asp
	0
	0
	0

	PM08,B02
	Gly-lle
	0
	0
	0

	PM08,B03
	His-Ala
	0
	0
	0

	PM08,B04
	His-Glu
	0
	0
	1

	PM08,B05
	His-His
	0
	0
	0

	PM08,B06
	Ile-Asn
	0
	0
	0

	PM08,B07
	Ile-Leu
	0
	0
	0

	PM08,B08
	Leu-Asn
	0
	0
	0

	PM08,B09
	Leu-His
	1
	0
	0

	PM08,B10
	Leu-Pro
	0
	0
	0

	PM08,B11
	Leu-Tyr
	0
	0
	0

	PM08,B12
	Lys-Asp
	0
	0
	0

	PM08,C01
	Lys-Gly
	0
	0
	0

	PM08,C02
	Lys-Met
	0
	0
	0

	PM08,C03
	Met-Thr
	0
	0
	0

	PM08,C04
	Met-Tyr
	0
	0
	0

	PM08,C05
	Phe-Asp
	0
	0
	0

	PM08,C06
	Phe-Glu
	0
	0
	0

	PM08,C07
	Gln-Glu
	0
	0
	0

	PM08,C08
	Phe-Met
	0
	0
	0

	PM08,C09
	Phe-Tyr
	0
	0
	0

	PM08,C10
	Phe-Val
	0
	0
	0

	PM08,C11
	Pro-Arg
	0
	0
	0

	PM08,C12
	Pro-Asn
	0
	0
	0

	PM08,D01
	Pro-Glu
	0
	0
	0

	PM08,D02
	Pro-lle
	0
	0
	0

	PM08,D03
	Pro-Lys
	0
	0
	0

	PM08,D04
	Pro-Ser
	0
	0
	0

	PM08,D05
	Pro-Trp
	0
	0
	0

	PM08,D06
	Pro-Val
	0
	0
	0

	PM08,D07
	Ser-Asn
	0
	0
	0

	PM08,D08
	Ser-Asp
	0
	0
	0

	PM08,D09
	Ser-Gln
	0
	0
	0

	PM08,D10
	Ser-Glu
	0
	0
	0

	PM08,D11
	Thr-Asp
	0
	0
	0

	PM08,D12
	Thr-Gln
	0
	1
	0

	PM08,E01
	Thr-Phe
	0
	0
	0

	PM08,E02
	Thr-Ser
	0
	0
	0

	PM08,E03
	Trp-Val
	0
	0
	0

	PM08,E04
	Tyr-lle
	0
	0
	0

	PM08,E05
	Tyr-Val
	0
	0
	0

	PM08,E06
	Val-Ala
	0
	0
	0

	PM08,E07
	Val-Gln
	0
	0
	0

	PM08,E08
	Val-Glu
	0
	0
	0

	PM08,E09
	Val-Lys
	0
	0
	0

	PM08,E10
	Val-Met
	0
	0
	0

	PM08,E11
	Val-Phe
	0
	0
	0

	PM08,E12
	Val-Pro
	0
	0
	0

	PM08,F01
	Val-Ser
	0
	0
	0

	PM08,F02
	b-Ala-Ala
	0
	0
	0

	PM08,F03
	b-Ala-Gly
	0
	0
	0

	PM08,F04
	b-Ala-His
	0
	0
	0

	PM08,F05
	Met-b-Ala
	0
	0
	0

	PM08,F06
	b-Ala-Phe
	0
	0
	0

	PM08,F07
	D-Ala-D-Ala
	0
	0
	0

	PM08,F08
	D-Ala-Gly
	0
	0
	0

	PM08,F09
	D-Ala-Leu
	0
	0
	0

	PM08,F10
	D-Leu-D-Leu
	0
	0
	0

	PM08,F11
	D-Leu-Gly
	0
	0
	0

	PM08,F12
	D-Leu-Tyr
	0
	0
	0

	PM08,G01
	g-Glu-Gly
	0
	0
	0

	PM08,G02
	g-D-Glu-Gly
	0
	0
	0

	PM08,G03
	Gly-D-Ala
	0
	0
	0

	PM08,G04
	Gly-D-Asp
	0
	0
	0

	PM08,G05
	Gly-D-Ser
	0
	0
	0

	PM08,G06
	Gly-D-Thr
	0
	0
	0

	PM08,G07
	Gly-D-Val
	0
	0
	0

	PM08,G08
	Leu-b-Ala
	0
	0
	0

	PM08,G09
	Leu-D-Leu
	0
	0
	0

	PM08,G10
	Phe-b-Ala
	0
	0
	0

	PM08,G11
	Ala-Ala-Ala
	0
	0
	0

	PM08,G12
	D-Ala-Gly-Gly
	0
	0
	0

	PM08,H01
	Gly-Gly-Ala
	0
	0
	0

	PM08,H02
	Gly-Gly-D-Leu
	0
	0
	0

	PM08,H03
	Gly-Gly-Gly
	0
	0
	0

	PM08,H04
	Gly-Gly-lle
	0
	0
	0

	PM08,H05
	Gly-Gly-Leu
	0
	0
	0

	PM08,H06
	Gly-Gly-Phe
	0
	0
	0

	PM08,H07
	Val-Tyr-Val
	0
	0
	0

	PM08,H08
	Gly-Phe-Phe
	1
	1
	1

	PM08,H09
	Leu-Gly-Gly
	0
	0
	0

	PM08,H10
	Leu-Leu-Leu
	0
	0
	0

	PM08,H11
	Phe-Gly-Gly
	0
	0
	0

	PM08,H12
	Tyr-Gly-Gly
	0
	0
	0







