Supplementary Table 1. The list of proteins used in the paper.

kinetic amino acid composition
name PDB  length In(ky)
order K L M N P
1 Trp-cage protein 1L2Y 20 125 two -0.14 O 0 1 1 2 o0 1 4
Alanine-based
2 . alpha 21 15.5 two 2.43 18 0 0 0 0 0 0 0
peptide
Villin headpeace
3 . vl 36 9.4 two 0.83 3 2 0 5 5 2 2 1
subdomain
Peripheral subunit-
4 Lo . 2PDD 41 9.8 two 0.23 5 2 2 4 3 1 1 1
binding domain
GA module of
5 albumin binding 1PRB 47 138 two 0.93 9 5 5 6 4 0 5 0
domain
B-domain of
6 staphylococcal 1BDD 58 11.7 two 1.65 7 5 2 6 7 0 8 3
proteinA
Engrailed .
7 . 1ENH 61 10.5 multi 0.95 4 7 3 7 6 0 4 1
homeodomain
TRF1 Myb domain 1BAS 53 5.9 two 0.49 2 4 0
RAP1 Myb domain 1FEX 59 8.2 two 0.00 6 2 2
-Myb-transformi
10 ¢ y, SO 1GV2 55 8.7 two 0.90 4 7 4 4 4 1 4 1
protein
Phage 434 cro
11 g, 2CRO 71 3.7 multi 1.40 8 4 4 8 8 3 1 2
protein
12 o3D 2A3D 73 12.2 two 2.46 15 11 7
13 l-repressor 1LMB 81 104 two 1.48 10 9 10 2 2
Acyl-coenzyme A
14 L . INTI 86 7.0 two 0.84 9 10 4 15 5 3 2 2
binding protein
Hypothetical protein
15 encoded by the Yjbj  1JYG 89 91 two 032 2 8 3 10 3 3 3 1

gene from E.coli
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