
S2 Fig: Reparameterization of Genome-Scale Model
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Using the param values = [-11.4824     -12.4935      13.6347           -4], giving squared distance = 32.0104
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Plot of Keio Steady State Data And Simulations of Model with 
Optimized Strain-Specific Parameters 

Plot of the optimized fitting between the Keio steady state data (dots) and simulations of the genome-scale
model using the optimized strain-specific parameter values.
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