S1 File: Supplementary Information
[bookmark: _GoBack]Table A. List of consistently downregulated genes by KPT-185 treatment in JVM-2 cells transfected with control shRNA or p53-specific shRNA.

[bookmark: _MON_1494317541] 
Mean fold-change was determined from the average of gene expression changes of each of 3 independent experiments in JVM2 transfected with control shRNA (shC JVM2) or p53-specific shRNA (shp53 JVM2) comparing KPT-185-treated cells to untreated controls.


Table B. List of consistently upregulated genes by KPT-185treatment in JVM-2 cells transfected with control shRNA or p53-specific shRNA.



Mean fold-change was determined from the average of gene expression changes of each of 3 independent experiments in JVM2 transfected with control shRNA (shC JVM2) or p53-specific shRNA (shp53 JVM2) comparing KPT-185-treated cells to untreated controls.
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Supplemental Table 1-1

		Table S1 List of consitently downregulated genes by KPT-185 in JVM-2 cells transfected with control shRNA or p53-specific shRNA 

		Gene name		mean fold change

				control shRNA		p53 shRNA

		CDKN3		-1.335		-1.135

		CDK1		-1.298		-0.610

		TACC3		-1.274		-0.758

		STIL		-1.245		-0.523

		KIF14		-1.181		-0.745

		C13ORF34		-1.112		-0.671

		NEIL3		-1.089		-1.262

		KIF24		-1.033		-1.361

		LOC729816		-0.995		-0.683

		DLGAP5		-0.974		-0.719

		NEK2		-0.966		-0.646

		CENPF		-0.960		-0.666

		UBE2C		-0.957		-0.584

		CENPA		-0.946		-1.026

		FAM46C		-0.934		-0.517

		SPC25		-0.923		-1.177

		PBK		-0.914		-0.983

		HMMR		-0.899		-0.533

		HAUS8		-0.896		-1.011

		LOC727803		-0.894		-0.494

		TOP2A		-0.891		-0.876

		HMMR		-0.890		-0.924

		MGC40489		-0.886		-1.073

		TMPO		-0.885		-1.177

		CKAP2L		-0.884		-1.000

		DLGAP5		-0.878		-0.641

		KIF23		-0.877		-0.597

		DEPDC1B		-0.863		-1.268

		STMN1		-0.859		-0.971

		SGK		-0.859		-0.480

		CDC25C		-0.859		-1.095

		BIRC5		-0.857		-0.716

		C9ORF100		-0.853		-0.979

		DONSON		-0.851		-0.930

		CENPA		-0.849		-1.401

		SLC4A7		-0.848		-0.830

		MND1		-0.845		-0.797

		LOC653820		-0.844		-0.796

		PVRIG		-0.843		-1.101

		SGOL2		-0.836		-1.091

		KIF20A		-0.836		-0.716

		PCGF6		-0.829		-0.649

		GSTZ1		-0.818		-1.235

		ZWINT		-0.814		-1.105

		MXD3		-0.814		-0.819

		LOC729964		-0.809		-0.737

		HIST1H4K		-0.795		-0.993

		SGOL1		-0.793		-1.052

		DIAPH3		-0.792		-0.573

		FAF1		-0.786		-0.991

		HS.554965		-0.783		-0.679

		RRM2		-0.777		-1.650

		KIF15		-0.772		-0.723

		ASTE1		-0.767		-0.790

		CCDC99		-0.764		-0.995

		CDC25C		-0.763		-0.985

		HMGN2		-0.759		-1.464

		GMPPB		-0.755		-1.265

		KIAA1524		-0.755		-0.638

		RFC3		-0.752		-0.906

		CDC25C		-0.741		-0.900

		PLK1		-0.738		-0.540

		TMEM106C		-0.731		-0.793

		PSRC1		-0.729		-0.614

		RDM1		-0.728		-1.303

		E2F8		-0.723		-0.892

		KIF2C		-0.723		-0.695

		PCNA		-0.720		-1.344

		LGALS14		-0.717		-0.670

		HJURP		-0.716		-0.885

		TPX2		-0.710		-0.889

		FBXO5		-0.710		-1.029

		CDCA2		-0.709		-0.936

		CEP55		-0.707		-0.915

		C10ORF78		-0.706		-1.078

		WDR67		-0.701		-1.093

		MKI67		-0.698		-0.644

		PPIL3		-0.698		-0.601

		CENPP		-0.698		-1.316

		GPSM2		-0.686		-0.927

		HSPA4		-0.683		-0.626

		DMC1		-0.681		-0.828

		MAD2L1		-0.678		-0.810

		PSMG1		-0.675		-0.675

		SSX4		-0.670		-0.814

		CASC5		-0.670		-0.669

		SSX4		-0.669		-1.064

		FBXO4		-0.668		-0.814

		BRCA1		-0.667		-0.848

		LOC100130561		-0.667		-1.339

		OIP5		-0.667		-0.977

		DONSON		-0.666		-0.849

		SLC25A10		-0.660		-1.211

		IVNS1ABP		-0.659		-0.572

		OIP5		-0.654		-1.062

		ABHD11		-0.645		-1.417

		HNRNPA1		-0.643		-1.358

		CCNB2		-0.640		-0.601

		C5		-0.639		-0.607

		ZNF80		-0.639		-0.519

		C14ORF142		-0.639		-0.533

		MELK		-0.638		-0.668

		DNAJB5		-0.635		-0.654

		C15ORF23		-0.633		-1.203

		RACGAP1		-0.628		-0.632

		PRC1		-0.623		-0.649

		HIST1H3G		-0.622		-0.904

		IL7R		-0.616		-0.521

		SLC25A40		-0.615		-0.878

		PCYT2		-0.615		-1.011

		APOBEC3B		-0.611		-1.238

		LOC100132863		-0.607		-0.729

		IL5		-0.599		-0.646

		LOC647597		-0.599		-0.679

		SMC4		-0.597		-0.939

		HS.575583		-0.593		-1.102

		PTTG1		-0.589		-0.528

		UBE2C		-0.588		-0.796

		RPS7		-0.584		-0.737

		ING2		-0.583		-0.867

		HS.575542		-0.581		-0.719

		DIAPH3		-0.578		-0.819

		OGG1		-0.571		-1.001

		LOC728128		-0.569		-0.656

		GMPPB		-0.565		-1.290

		AURKA		-0.563		-0.584

		SGOL1		-0.562		-1.131

		ZNF689		-0.561		-0.706

		ZNF519		-0.557		-0.794

		PIGK		-0.557		-0.771

		TUBA4A		-0.553		-0.926

		SNORD6		-0.553		-0.364

		MCM10		-0.551		-1.081

		HAUS8		-0.549		-1.227

		CENPN		-0.547		-1.009

		NCAPG2		-0.545		-0.883

		PLK4		-0.544		-0.711

		DTL		-0.543		-0.894

		PARP2		-0.542		-0.780

		CCNA2		-0.542		-1.053

		KIF5B		-0.541		-0.744

		C1ORF135		-0.540		-1.857

		LOC100130008		-0.539		-0.389

		FAM64A		-0.536		-0.886

		CENPO		-0.535		-1.155

		FBXO43		-0.534		-0.745

		CAND2		-0.530		-1.261

		HAUS8		-0.529		-1.074

		C14ORF80		-0.526		-0.961

		FIGNL1		-0.526		-0.869

		CENPM		-0.524		-0.962

		TRIP13		-0.520		-0.632

		POLR1A		-0.518		-0.790

		CDC45L		-0.513		-1.036

		LOC727761		-0.511		-1.185

		CDCA8		-0.506		-0.791

		AURKB		-0.506		-1.011

		WDR51A		-0.502		-0.999

		GMPS		-0.487		-0.649

		TMEM48		-0.482		-0.674

		SIGMAR1		-0.480		-0.880

		PEMT		-0.480		-1.532

		FICD		-0.479		-0.885

		TTC13		-0.478		-0.623

		RPS7		-0.478		-0.626

		GINS4		-0.478		-1.193

		TRAIP		-0.476		-0.850

		KDELR2		-0.467		-0.680

		TAF5		-0.467		-0.876

		TYMS		-0.450		-0.793

		CENPI		-0.448		-0.960

		LOC728787		-0.447		-0.795

		CENPL		-0.426		-0.821

		RCC1		-0.423		-0.980

		HIST1H4J		-0.370		-0.904

		HNRNPAB		-0.366		-0.881

		KIF11		-0.353		-0.543





Supplemental Table 1-2

		Table S1 List of consitently upregulated genes by KPT-185 in JVM-2 cells transfected with control shRNA or p53-specific shRNA

		Gene name		mean fold change

				control shRNA		p53 shRNA

		MDK		2.910		2.442

		SDSL		1.930		1.576

		GSN		1.890		1.348

		CAPN5		1.768		1.410

		SLC43A2		1.730		2.500

		PPDPF		1.718		2.125

		TUFT1		1.541		1.211

		NGFR		1.376		0.713

		SLC22A18		1.370		0.721

		TXNIP		1.322		0.566

		C1ORF54		1.242		0.877

		DBNDD1		1.204		1.079

		DLG4		1.121		0.702

		RENBP		1.110		1.093

		DARC		1.101		1.092

		MAGED2		1.091		0.698

		S100A4		1.066		1.107

		RTN2		0.987		0.844

		TSPO		0.984		0.565

		TPM2		0.977		1.494

		CTTN		0.967		0.804

		GPRC5C		0.965		0.756

		NUDT14		0.958		0.539

		TUBB3		0.958		0.558

		LOC648980		0.957		0.812

		MDK		0.956		1.584

		CTTN		0.947		0.656

		SLC16A6		0.939		0.905

		HOMER3		0.925		0.536

		LOC100133019		0.923		1.828

		BEX2		0.917		0.587

		ZNF627		0.906		1.299

		YPEL3		0.901		0.944

		KIAA1545		0.892		0.939

		KIAA1539		0.891		0.936

		S100A4		0.891		1.207

		RARRES3		0.889		0.982

		FLJ39632		0.885		1.230

		VAMP2		0.885		1.443

		AGXT2L2		0.880		0.576

		CKB		0.876		0.790

		TRO		0.875		1.097

		VANGL2		0.867		1.269

		RPL28		0.862		0.713

		LOC154761		0.852		0.664

		LRRC8D		0.851		0.922

		ACTG2		0.843		0.576

		SLC2A4RG		0.842		0.785

		HYAL3		0.840		0.896

		CCDC92		0.836		0.584

		PRB1		0.818		0.472

		C10ORF10		0.818		1.324

		NTNG1		0.808		0.727

		LOC100133163		0.808		0.629

		AHNAK		0.806		1.252

		MVP		0.805		0.875

		TMEM149		0.803		0.498

		TP53INP2		0.801		0.727

		FBXO32		0.800		0.975

		PBXIP1		0.799		1.295

		LOC283663		0.793		0.898

		CRIP1		0.791		0.483

		C14ORF79		0.790		1.112

		REC8		0.787		0.559

		MDK		0.779		1.345

		IKBKE		0.774		0.612

		HSPA1B		0.767		0.481

		CCL19		0.765		0.828

		CALCOCO1		0.757		1.251

		MUC1		0.756		1.017

		SGSH		0.753		0.948

		HSPA4L		0.749		0.682

		PTPRF		0.746		0.736

		BATF		0.745		0.860

		PDCD1		0.744		0.708

		FAM90A7		0.740		0.728

		HS.568928		0.739		0.931

		TSPO		0.738		0.695

		NRXN2		0.737		0.827

		CRB3		0.736		0.857

		RASGRP2		0.732		0.729

		SLC3A2		0.720		1.048

		MVP		0.717		0.748

		ECHDC3		0.715		0.553

		DBNDD1		0.707		1.281

		BMF		0.705		0.944

		LOC100128309		0.702		0.514

		TNFSF13B		0.702		0.705

		JUP		0.702		0.837

		HS.551538		0.700		0.674

		DENND3		0.699		0.553

		ZC3H12A		0.698		0.765

		PREPL		0.697		1.129

		PHACS		0.695		0.914

		MT1F		0.694		0.625

		KIAA1602		0.691		0.675

		PLXNA3		0.689		0.753

		DNAJC18		0.687		1.005

		NEK6		0.685		0.903

		RN5S9		0.685		0.704

		SYT17		0.683		0.784

		TPM2		0.673		1.712

		PHF15		0.664		0.576

		LCE1B		0.664		0.844

		KHNYN		0.663		0.675

		PLXNB1		0.658		0.631

		ANO9		0.658		0.997

		NFIX		0.656		0.919

		HDAC8		0.650		0.398

		MYOM1		0.648		1.211

		CRYZL1		0.648		0.869

		BBS2		0.647		0.533

		CEACAM1		0.645		1.158

		TUBB2B		0.637		0.795

		LOC100130093		0.635		0.525

		LOC728226		0.633		0.624

		KIFC2		0.632		1.253

		BMF		0.627		0.895

		SLC17A9		0.627		0.755

		C11ORF67		0.620		0.905

		RNF149		0.619		0.585

		POFUT2		0.614		0.717

		SNORD3A		0.614		0.742

		AURKAPS1		0.612		1.391

		STMN3		0.612		0.894

		PILRA		0.609		0.739

		ACCS		0.602		0.653

		RASSF4		0.599		0.986

		TMEM140		0.599		0.699

		YPEL5		0.592		0.696

		C7ORF41		0.589		0.647

		LOC730173		0.589		0.948

		FBXO2		0.581		0.909

		SALL2		0.580		0.573

		ALDH2		0.580		0.722

		ARSD		0.579		0.853

		DLGAP4		0.578		0.982

		HSPBL2		0.573		0.451

		MAPK8IP3		0.567		1.142

		SLC45A3		0.565		0.824

		CHPF2		0.556		0.781

		KCNQ2		0.552		0.989

		ACHE		0.548		0.931

		HS.568777		0.547		1.052

		NFE2L1		0.539		0.602

		COL1A1		0.518		0.758

		GBP2		0.517		0.579

		FLJ42627		0.508		1.036

		TRIM31		0.504		1.275

		MT1G		0.502		0.981

		PLA1A		0.487		0.865

		ODC1		0.486		0.724

		CYTH2		0.465		0.966

		LAG3		0.455		0.565

		C6ORF59		0.442		1.053

		LOC132241		0.437		1.007

		LOC100133999		0.414		0.654

		LIF		0.414		0.673

		HS.445414		0.362		1.166
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Supplemental Table 1-1

		Table S1 List of consitently downregulated genes by KPT-185 in JVM-2 cells transfected with control shRNA or p53-specific shRNA 

		Gene name		mean fold change

				control shRNA		p53 shRNA

		CDKN3		-1.335		-1.135

		CDC2		-1.298		-0.610

		TACC3		-1.274		-0.758

		STIL		-1.245		-0.523

		KIF14		-1.181		-0.745

		C13ORF34		-1.112		-0.671

		NEIL3		-1.089		-1.262

		KIF24		-1.033		-1.361

		LOC729816		-0.995		-0.683

		DLGAP5		-0.974		-0.719

		NEK2		-0.966		-0.646

		CENPF		-0.960		-0.666

		UBE2C		-0.957		-0.584

		CENPA		-0.946		-1.026

		FAM46C		-0.934		-0.517

		SPC25		-0.923		-1.177

		PBK		-0.914		-0.983

		HMMR		-0.899		-0.533

		HAUS8		-0.896		-1.011

		LOC727803		-0.894		-0.494

		TOP2A		-0.891		-0.876

		HMMR		-0.890		-0.924

		MGC40489		-0.886		-1.073

		TMPO		-0.885		-1.177

		CKAP2L		-0.884		-1.000

		DLGAP5		-0.878		-0.641

		KIF23		-0.877		-0.597

		DEPDC1B		-0.863		-1.268

		STMN1		-0.859		-0.971

		SGK		-0.859		-0.480

		CDC25C		-0.859		-1.095

		BIRC5		-0.857		-0.716

		C9ORF100		-0.853		-0.979

		DONSON		-0.851		-0.930

		CENPA		-0.849		-1.401

		SLC4A7		-0.848		-0.830

		MND1		-0.845		-0.797

		LOC653820		-0.844		-0.796

		PVRIG		-0.843		-1.101

		SGOL2		-0.836		-1.091

		KIF20A		-0.836		-0.716

		PCGF6		-0.829		-0.649

		GSTZ1		-0.818		-1.235

		ZWINT		-0.814		-1.105

		MXD3		-0.814		-0.819

		LOC729964		-0.809		-0.737

		HIST1H4K		-0.795		-0.993

		SGOL1		-0.793		-1.052

		DIAPH3		-0.792		-0.573

		FAF1		-0.786		-0.991

		HS.554965		-0.783		-0.679

		RRM2		-0.777		-1.650

		KIF15		-0.772		-0.723

		ASTE1		-0.767		-0.790

		CCDC99		-0.764		-0.995

		CDC25C		-0.763		-0.985

		HMGN2		-0.759		-1.464

		GMPPB		-0.755		-1.265

		KIAA1524		-0.755		-0.638

		RFC3		-0.752		-0.906

		CDC25C		-0.741		-0.900

		PLK1		-0.738		-0.540

		TMEM106C		-0.731		-0.793

		PSRC1		-0.729		-0.614

		RDM1		-0.728		-1.303

		E2F8		-0.723		-0.892

		KIF2C		-0.723		-0.695

		PCNA		-0.720		-1.344

		LGALS14		-0.717		-0.670

		HJURP		-0.716		-0.885

		TPX2		-0.710		-0.889

		FBXO5		-0.710		-1.029

		CDCA2		-0.709		-0.936

		CEP55		-0.707		-0.915

		C10ORF78		-0.706		-1.078

		WDR67		-0.701		-1.093

		MKI67		-0.698		-0.644

		PPIL3		-0.698		-0.601

		CENPP		-0.698		-1.316

		GPSM2		-0.686		-0.927

		HSPA4		-0.683		-0.626

		DMC1		-0.681		-0.828

		MAD2L1		-0.678		-0.810

		PSMG1		-0.675		-0.675

		SSX4		-0.670		-0.814

		CASC5		-0.670		-0.669

		SSX4		-0.669		-1.064

		FBXO4		-0.668		-0.814

		BRCA1		-0.667		-0.848

		LOC100130561		-0.667		-1.339

		OIP5		-0.667		-0.977

		DONSON		-0.666		-0.849

		SLC25A10		-0.660		-1.211

		IVNS1ABP		-0.659		-0.572

		OIP5		-0.654		-1.062

		ABHD11		-0.645		-1.417

		HNRNPA1		-0.643		-1.358

		CCNB2		-0.640		-0.601

		C5		-0.639		-0.607

		ZNF80		-0.639		-0.519

		C14ORF142		-0.639		-0.533

		MELK		-0.638		-0.668

		DNAJB5		-0.635		-0.654

		C15ORF23		-0.633		-1.203

		RACGAP1		-0.628		-0.632

		PRC1		-0.623		-0.649

		HIST1H3G		-0.622		-0.904

		IL7R		-0.616		-0.521

		SLC25A40		-0.615		-0.878

		PCYT2		-0.615		-1.011

		APOBEC3B		-0.611		-1.238

		LOC100132863		-0.607		-0.729

		IL5		-0.599		-0.646

		LOC647597		-0.599		-0.679

		SMC4		-0.597		-0.939

		HS.575583		-0.593		-1.102

		PTTG1		-0.589		-0.528

		UBE2C		-0.588		-0.796

		RPS7		-0.584		-0.737

		ING2		-0.583		-0.867

		HS.575542		-0.581		-0.719

		DIAPH3		-0.578		-0.819

		OGG1		-0.571		-1.001

		LOC728128		-0.569		-0.656

		GMPPB		-0.565		-1.290

		AURKA		-0.563		-0.584

		SGOL1		-0.562		-1.131

		ZNF689		-0.561		-0.706

		ZNF519		-0.557		-0.794

		PIGK		-0.557		-0.771

		TUBA4A		-0.553		-0.926

		SNORD6		-0.553		-0.364

		MCM10		-0.551		-1.081

		HAUS8		-0.549		-1.227

		CENPN		-0.547		-1.009

		NCAPG2		-0.545		-0.883

		PLK4		-0.544		-0.711

		DTL		-0.543		-0.894

		PARP2		-0.542		-0.780

		CCNA2		-0.542		-1.053

		KIF5B		-0.541		-0.744

		C1ORF135		-0.540		-1.857

		LOC100130008		-0.539		-0.389

		FAM64A		-0.536		-0.886

		CENPO		-0.535		-1.155

		FBXO43		-0.534		-0.745

		CAND2		-0.530		-1.261

		HAUS8		-0.529		-1.074

		C14ORF80		-0.526		-0.961

		FIGNL1		-0.526		-0.869

		CENPM		-0.524		-0.962

		TRIP13		-0.520		-0.632

		POLR1A		-0.518		-0.790

		CDC45L		-0.513		-1.036

		LOC727761		-0.511		-1.185

		CDCA8		-0.506		-0.791

		AURKB		-0.506		-1.011

		WDR51A		-0.502		-0.999

		GMPS		-0.487		-0.649

		TMEM48		-0.482		-0.674

		SIGMAR1		-0.480		-0.880

		PEMT		-0.480		-1.532

		FICD		-0.479		-0.885

		TTC13		-0.478		-0.623

		RPS7		-0.478		-0.626

		GINS4		-0.478		-1.193

		TRAIP		-0.476		-0.850

		KDELR2		-0.467		-0.680

		TAF5		-0.467		-0.876

		TYMS		-0.450		-0.793

		CENPI		-0.448		-0.960

		LOC728787		-0.447		-0.795

		CENPL		-0.426		-0.821

		RCC1		-0.423		-0.980

		HIST1H4J		-0.370		-0.904

		HNRNPAB		-0.366		-0.881

		KIF11		-0.353		-0.543





Supplemental Table 1-2

		Table S1 List of consitently upregulated genes by KPT-185 in JVM-2 cells transfected with control shRNA or p53-specific shRNA

		Gene name		mean fold change

				control shRNA		p53 shRNA

		MDK		2.910		2.442

		SDSL		1.930		1.576

		GSN		1.890		1.348

		CAPN5		1.768		1.410

		SLC43A2		1.730		2.500

		PPDPF		1.718		2.125

		TUFT1		1.541		1.211

		NGFR		1.376		0.713

		SLC22A18		1.370		0.721

		TXNIP		1.322		0.566

		C1ORF54		1.242		0.877

		DBNDD1		1.204		1.079

		DLG4		1.121		0.702

		RENBP		1.110		1.093

		DARC		1.101		1.092

		MAGED2		1.091		0.698

		S100A4		1.066		1.107

		RTN2		0.987		0.844

		TSPO		0.984		0.565

		TPM2		0.977		1.494

		CTTN		0.967		0.804

		GPRC5C		0.965		0.756

		NUDT14		0.958		0.539

		TUBB3		0.958		0.558

		LOC648980		0.957		0.812

		MDK		0.956		1.584

		CTTN		0.947		0.656

		SLC16A6		0.939		0.905

		HOMER3		0.925		0.536

		LOC100133019		0.923		1.828

		BEX2		0.917		0.587

		ZNF627		0.906		1.299

		YPEL3		0.901		0.944

		KIAA1545		0.892		0.939

		KIAA1539		0.891		0.936

		S100A4		0.891		1.207

		RARRES3		0.889		0.982

		FLJ39632		0.885		1.230

		VAMP2		0.885		1.443

		AGXT2L2		0.880		0.576

		CKB		0.876		0.790

		TRO		0.875		1.097

		VANGL2		0.867		1.269

		RPL28		0.862		0.713

		LOC154761		0.852		0.664

		LRRC8D		0.851		0.922

		ACTG2		0.843		0.576

		SLC2A4RG		0.842		0.785

		HYAL3		0.840		0.896

		CCDC92		0.836		0.584

		PRB1		0.818		0.472

		C10ORF10		0.818		1.324

		NTNG1		0.808		0.727

		LOC100133163		0.808		0.629

		AHNAK		0.806		1.252

		MVP		0.805		0.875

		TMEM149		0.803		0.498

		TP53INP2		0.801		0.727

		FBXO32		0.800		0.975

		PBXIP1		0.799		1.295

		LOC283663		0.793		0.898

		CRIP1		0.791		0.483

		C14ORF79		0.790		1.112

		REC8		0.787		0.559

		MDK		0.779		1.345

		IKBKE		0.774		0.612

		HSPA1B		0.767		0.481

		CCL19		0.765		0.828

		CALCOCO1		0.757		1.251

		MUC1		0.756		1.017

		SGSH		0.753		0.948

		HSPA4L		0.749		0.682

		PTPRF		0.746		0.736

		BATF		0.745		0.860

		PDCD1		0.744		0.708

		FAM90A7		0.740		0.728

		HS.568928		0.739		0.931

		TSPO		0.738		0.695

		NRXN2		0.737		0.827

		CRB3		0.736		0.857

		RASGRP2		0.732		0.729

		SLC3A2		0.720		1.048

		MVP		0.717		0.748

		ECHDC3		0.715		0.553

		DBNDD1		0.707		1.281

		BMF		0.705		0.944

		LOC100128309		0.702		0.514

		TNFSF13B		0.702		0.705

		JUP		0.702		0.837

		HS.551538		0.700		0.674

		DENND3		0.699		0.553

		ZC3H12A		0.698		0.765

		PREPL		0.697		1.129

		PHACS		0.695		0.914

		MT1F		0.694		0.625

		KIAA1602		0.691		0.675

		PLXNA3		0.689		0.753

		DNAJC18		0.687		1.005

		NEK6		0.685		0.903

		RN5S9		0.685		0.704

		SYT17		0.683		0.784

		TPM2		0.673		1.712

		PHF15		0.664		0.576

		LCE1B		0.664		0.844

		KHNYN		0.663		0.675

		PLXNB1		0.658		0.631

		ANO9		0.658		0.997

		NFIX		0.656		0.919

		HDAC8		0.650		0.398

		MYOM1		0.648		1.211

		CRYZL1		0.648		0.869

		BBS2		0.647		0.533

		CEACAM1		0.645		1.158

		TUBB2B		0.637		0.795

		LOC100130093		0.635		0.525

		LOC728226		0.633		0.624

		KIFC2		0.632		1.253

		BMF		0.627		0.895

		SLC17A9		0.627		0.755

		C11ORF67		0.620		0.905

		RNF149		0.619		0.585

		POFUT2		0.614		0.717

		SNORD3A		0.614		0.742

		AURKAPS1		0.612		1.391

		STMN3		0.612		0.894

		PILRA		0.609		0.739

		ACCS		0.602		0.653

		RASSF4		0.599		0.986

		TMEM140		0.599		0.699

		YPEL5		0.592		0.696

		C7ORF41		0.589		0.647

		LOC730173		0.589		0.948

		FBXO2		0.581		0.909

		SALL2		0.580		0.573

		ALDH2		0.580		0.722

		ARSD		0.579		0.853

		DLGAP4		0.578		0.982

		HSPBL2		0.573		0.451

		MAPK8IP3		0.567		1.142

		SLC45A3		0.565		0.824

		CHPF2		0.556		0.781

		KCNQ2		0.552		0.989

		ACHE		0.548		0.931

		HS.568777		0.547		1.052

		NFE2L1		0.539		0.602

		COL1A1		0.518		0.758

		GBP2		0.517		0.579

		FLJ42627		0.508		1.036

		TRIM31		0.504		1.275

		MT1G		0.502		0.981

		PLA1A		0.487		0.865

		ODC1		0.486		0.724

		CYTH2		0.465		0.966

		LAG3		0.455		0.565

		C6ORF59		0.442		1.053

		LOC132241		0.437		1.007

		LOC100133999		0.414		0.654

		LIF		0.414		0.673

		HS.445414		0.362		1.166
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Table S1 List of consitently downregulated genes by KPT-185 in JVM-2 cells transfected with control shRNA or p53-specific shRNA 

control shRNA p53 shRNA

CDKN3 -1.335 -1.135

CDK1 -1.298 -0.610

TACC3 -1.274 -0.758

STIL -1.245 -0.523

KIF14 -1.181 -0.745

C13ORF34 -1.112 -0.671

NEIL3 -1.089 -1.262

KIF24 -1.033 -1.361

LOC729816 -0.995 -0.683

DLGAP5 -0.974 -0.719

NEK2 -0.966 -0.646

CENPF -0.960 -0.666

UBE2C -0.957 -0.584

CENPA -0.946 -1.026

FAM46C -0.934 -0.517

SPC25 -0.923 -1.177

PBK -0.914 -0.983

HMMR -0.899 -0.533

HAUS8 -0.896 -1.011

LOC727803 -0.894 -0.494

TOP2A -0.891 -0.876

HMMR -0.890 -0.924

MGC40489 -0.886 -1.073

TMPO -0.885 -1.177

CKAP2L -0.884 -1.000

DLGAP5 -0.878 -0.641

KIF23 -0.877 -0.597

DEPDC1B -0.863 -1.268

STMN1 -0.859 -0.971

SGK -0.859 -0.480

CDC25C -0.859 -1.095

BIRC5 -0.857 -0.716

C9ORF100 -0.853 -0.979

DONSON -0.851 -0.930

CENPA -0.849 -1.401

SLC4A7 -0.848 -0.830

MND1 -0.845 -0.797

LOC653820 -0.844 -0.796

PVRIG -0.843 -1.101

SGOL2 -0.836 -1.091

KIF20A -0.836 -0.716

PCGF6 -0.829 -0.649

GSTZ1 -0.818 -1.235

ZWINT -0.814 -1.105

MXD3 -0.814 -0.819

LOC729964 -0.809 -0.737

HIST1H4K -0.795 -0.993

SGOL1 -0.793 -1.052

DIAPH3 -0.792 -0.573

FAF1 -0.786 -0.991

HS.554965 -0.783 -0.679

RRM2 -0.777 -1.650

KIF15 -0.772 -0.723

ASTE1 -0.767 -0.790

CCDC99 -0.764 -0.995

CDC25C -0.763 -0.985

HMGN2 -0.759 -1.464

GMPPB -0.755 -1.265

KIAA1524 -0.755 -0.638

RFC3 -0.752 -0.906

CDC25C -0.741 -0.900

PLK1 -0.738 -0.540

TMEM106C -0.731 -0.793

PSRC1 -0.729 -0.614

RDM1 -0.728 -1.303

E2F8 -0.723 -0.892

KIF2C -0.723 -0.695

PCNA -0.720 -1.344

LGALS14 -0.717 -0.670

HJURP -0.716 -0.885

TPX2 -0.710 -0.889

FBXO5 -0.710 -1.029

CDCA2 -0.709 -0.936

CEP55 -0.707 -0.915

C10ORF78 -0.706 -1.078

WDR67 -0.701 -1.093

MKI67 -0.698 -0.644

PPIL3 -0.698 -0.601

CENPP -0.698 -1.316

GPSM2 -0.686 -0.927

HSPA4 -0.683 -0.626

DMC1 -0.681 -0.828

MAD2L1 -0.678 -0.810

PSMG1 -0.675 -0.675

SSX4 -0.670 -0.814

CASC5 -0.670 -0.669

SSX4 -0.669 -1.064

FBXO4 -0.668 -0.814

BRCA1 -0.667 -0.848

LOC100130561 -0.667 -1.339

OIP5 -0.667 -0.977

DONSON -0.666 -0.849

SLC25A10 -0.660 -1.211

IVNS1ABP -0.659 -0.572

OIP5 -0.654 -1.062

ABHD11 -0.645 -1.417

HNRNPA1 -0.643 -1.358

CCNB2 -0.640 -0.601

C5 -0.639 -0.607

ZNF80 -0.639 -0.519

C14ORF142 -0.639 -0.533

MELK -0.638 -0.668

DNAJB5 -0.635 -0.654

C15ORF23 -0.633 -1.203

RACGAP1 -0.628 -0.632

PRC1 -0.623 -0.649

HIST1H3G -0.622 -0.904

IL7R -0.616 -0.521

SLC25A40 -0.615 -0.878

PCYT2 -0.615 -1.011

APOBEC3B -0.611 -1.238

LOC100132863 -0.607 -0.729

IL5 -0.599 -0.646

LOC647597 -0.599 -0.679

SMC4 -0.597 -0.939

HS.575583 -0.593 -1.102

PTTG1 -0.589 -0.528

UBE2C -0.588 -0.796

RPS7 -0.584 -0.737

ING2 -0.583 -0.867

HS.575542 -0.581 -0.719

DIAPH3 -0.578 -0.819

OGG1 -0.571 -1.001

LOC728128 -0.569 -0.656

GMPPB -0.565 -1.290

AURKA -0.563 -0.584

SGOL1 -0.562 -1.131

ZNF689 -0.561 -0.706

ZNF519 -0.557 -0.794

PIGK -0.557 -0.771

TUBA4A -0.553 -0.926

SNORD6 -0.553 -0.364

MCM10 -0.551 -1.081

HAUS8 -0.549 -1.227

CENPN -0.547 -1.009

NCAPG2 -0.545 -0.883

PLK4 -0.544 -0.711

DTL -0.543 -0.894

PARP2 -0.542 -0.780

CCNA2 -0.542 -1.053

KIF5B -0.541 -0.744

C1ORF135 -0.540 -1.857

LOC100130008 -0.539 -0.389

FAM64A -0.536 -0.886

CENPO -0.535 -1.155

FBXO43 -0.534 -0.745

CAND2 -0.530 -1.261

HAUS8 -0.529 -1.074

C14ORF80 -0.526 -0.961

FIGNL1 -0.526 -0.869

CENPM -0.524 -0.962

TRIP13 -0.520 -0.632

POLR1A -0.518 -0.790

CDC45L -0.513 -1.036

LOC727761 -0.511 -1.185

CDCA8 -0.506 -0.791

AURKB -0.506 -1.011

WDR51A -0.502 -0.999

GMPS -0.487 -0.649

TMEM48 -0.482 -0.674

SIGMAR1 -0.480 -0.880

PEMT -0.480 -1.532

FICD -0.479 -0.885

TTC13 -0.478 -0.623

RPS7 -0.478 -0.626

GINS4 -0.478 -1.193

TRAIP -0.476 -0.850

KDELR2 -0.467 -0.680

TAF5 -0.467 -0.876

TYMS -0.450 -0.793

CENPI -0.448 -0.960

LOC728787 -0.447 -0.795

CENPL -0.426 -0.821

RCC1 -0.423 -0.980

HIST1H4J -0.370 -0.904

HNRNPAB -0.366 -0.881

Gene name

mean fold change


