Assessment of the 16p11.2 and Cntnap2 Autism Models

S$17 Table. Reciprocal social interaction test for the 16p11.2 deletion model, same genotype stimulus.

16p11.2
Genotype| Mean  SE n
Distance between subjects (cm) VT L5l0 74\ Toma 2l
HET 13.3 0.6 16 |p 0.02
Distance moved (both mice, cm) Wr 3564.2 227.51 16 (F 0.8
HET 34939 1584 16 |p ns
Time in 5 cm Proximity (s) Ll =2y 25l Eom|F 20
HET 39.7 2.2 16 |p ns
Time nose-nose interaction (both mice, s) Ll 22 >If 16 F L
HET 36.0 2.7 16 |p ns
Time nose-center interaction (both mice, s) wT 20 47( 16 |F 27
HET 38.3 4.5 16 |p ns
Time nose-tail interaction (both mice, s) Ll 2D a2 (O G2
= HET 70.8 6.4 16 |p 0.02
20
3
e All nose interactions (both mice, s) LlLE 1114 108) 16 |F i
3 HET 1451 12.1 16 |p 0.046
g
)
g Follow (s) WT 57.5 2.2 16 |F 0.01
° HET 55.4 2.1 16 |p ns
T
]
2 Active Social (%) WT 13.6 1.7] 16 |F 0.1
5 HET 14.2 1.5 16 |p ns
2
o
% Passive Social (%) wr %3 131 16 F 0:5
= HET 106 1.2| 16 |p ns
(%)
2 |Reciprocal social (%) WT 9.6 11| 16 |F 0.003
] HET 9.7 1.0] 16 |p ns
-3
g WT 32.6 2.3 16 |F 0.4
© |Total Social (%) - - -
HET 34.5 2.1 16 |p ns
Activelsoial (#/min) WT 6.2 0.4 16 |F 0.003
HET 6.3 0.5 16 |p ns
Passive Social (#/min) WT 45 06f 16 |F L
HET 5.1 0.4 16 |p ns
Reciprocal Social (#/min) VI a0 Ul B O 12 oo
HET 4.9 0.4 16 |p ns
Total Social (#/min) WT 153 0.8f 16 |F 0.7
HET 16.3 08| 16 |p ns
. _— wT 04 o8| 16 [F -
Ultrasonic vocalizations
HET 1.3 1.1 16 |p -

Note.'Vocalizations were very infrequent (less than 1.5in the 10 min test) and thus were not
analyzed statistically.



