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	ID
	Sex
	Age
	Genotype for the TLR4 (TCG) risk haplotype

	1
	M
	13
	Heterozygote

	2
	M
	13
	Homozygote Protective

	3
	F
	12
	Heterozygote

	4
	F
	12
	Homozygote Protective

	5
	M
	12
	Heterozygote

	6
	M
	12
	Homozygote Protective

	7
	M
	14
	Heterozygote

	8
	M
	14
	Homozygote Protective

	9
	M
	13
	Homozygote Risk

	10
	M
	13
	Heterozygote

	11
	M
	11
	Homozygote Risk

	12
	M
	13
	Homozygote Protective

	13
	M
	10
	Homozygote Risk

	14
	M
	13
	Homozygote Protective

	15
	F
	23
	Homozygote Risk

	16
	F
	33
	Homozygote Protective

	17
	M
	10
	Homozygote Risk

	18
	M
	12
	Homozygote Protective

	19
	F
	10
	Homozygote Risk

	20
	F
	10
	Heterozygote
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Predisposition to childhood otitis media and genetic polymorphisms within the Toll-like receptor 4 (TLR4) locus
