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S3 Fig. Supporting matrices for the 14 chromatin states map of brain. (A) The transition 

probability matrix indicating the probabilities of each 200-bp (bin size) region switching from 

one state to another. (B) The probability matrix representing the probabilities of each 200-

bp (bin size) region to be within 2kb (upstream and downstream) of the transcription start 

sites.  	  


