
Figure'S1."Results"of"the"four"demographic"models"inves6gated"by"Approximate"
Bayesian" Computa6on" (ABC)" for" Cardamine" impa*ens" and" C." resedifolia." For"
each"demographic"model"we" report" the"marginal" densi6es" (a)" and"modes" (b),"
the"bandwidth"of" the"kernel" (c)," and" the"posterior"probabili6es"of"each"of" the"
model"parameters"(d)."
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