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S3_Fig. Expression of candidate genes in the whole cochleae of DBA mice treated with M+V. Expression levels were
assessed by qRT-PCR and quantified by the ACt method for each gene and compared with Gapdh. Otx1, Zip4, Calca,
Hspalb, Pold3, and Serpinh1 were selected from the list of genes with significantly higher transcripts and Gabral and
Gabrb2 from the list with significantly lower transcripts in M+V-treated cochleae relative to control cochleae. Data are
shown as the mean = s.d.; *p < 0.05; **p < 0.01 (N = 3 mice, one-way ANOVA and Scheffe’s test).



