Supplementary Table S2: UK & NCI meta-analysis for all variants taken through to the replication stage.

UK NCI meta analysis®

locus nearest gene(s)® variant p(ohsgliug))n alleles® RAF cases RAF controls OR CI Pirend s RAF cases RAF controls OR CI Pirend s OR Pfixed (%) Phet

RAF = risk allele frequency, OR = odds ratio, CI = confidence interval, IS = imputation accuracy score (info score from IMPUTEv2), DT = directly typed

? nearest gene(s) = genes within 50kb of the variant with the lowest meta analysis P
® alleles are given as risk & other allele

© all meta analysis results are for an inverse variance weighted, fixed effect model



