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Figure S3. Sequence Alignment of the GFP Variants.

The sequence alignment of all three variants of GFP displays the differences in the amino acid
sequences and highlights the positions of the direct contacts (pink) and hydrophobic interactions (pale
pink) to the nanobody Enhancer obtained for wtGFP by [1]. For eGFP, none of the interacting amino
acids are mutated, but for sfGFP two of the contacts sites for Enhancer are different. In addition, all
three amino acids forming the hydrophobic interaction are mutated. Sequence Alignment of GFPs was

performed using Clustal W2 (http://www.ebi.ac.uk/Tools/msa/clustalw2/).
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