	Residue
	1J1D
	I151 (+Ca2+)
	I151 (-Ca2+)
	I151 [+Ca2+]- [Ca2+]
	Location

	3
	19.6
	24.3
	20.6
	3.7
	

	5
	15.7
	18.0
	21.7
	-3.7
	N-helix

	7
	17.3
	19.7
	21.1
	-1.4
	N-helix

	10
	16.0
	19.5
	22.0
	-2.5
	N-helix

	14
	16.8
	17.8
	20.6
	-2.8
	A-helix

	15
	15.9
	15.6
	20.8
	-5.2
	A-helix

	18
	13.8
	<12
	22.3
	-10.3
	A-helix

	19
	12.4
	<12
	22.1
	-10.1
	A-helix

	31
	20.9
	17.4
	20.7
	-3.3
	Site I

	43
	15.6
	13.8
	23.4
	-9.6
	B-helix

	45
	<12
	<12
	>25
	-13
	B-helix

	49
	
	<12
	>25
	-13
	

	50
	
	<12
	>25
	-13
	

	51
	16.2
	16.8
	20.0
	-3.2
	

	55
	21.3
	19.0
	20.4
	-1.4
	C helix

	70
	21.6
	20.3
	18.9
	1.4
	Site II

	87
	12.0
	14.4
	24.1
	-9.7
	

	88
	13.0
	15.9
	>25
	-9.1
	

	89
	15.3
	18.4
	22.4
	-4
	

	90
	18.0
	17.3
	22.7
	-5.4
	

	92
	23.8
	18.9
	22.5
	-3.6
	

	94
	28.8
	20.3
	16.8
	3.5
	E-helix

	98
	32.8
	>25
	14.0
	11
	E-helix

	114
	40.3
	>25
	<12
	13
	F-helix

	125
	34.8
	24.6
	18.1
	6.5
	

	127
	34.3
	24.9
	18.4
	6.5
	

	128
	35.8
	>25
	18.4
	6.6
	

	130
	37.5
	>25
	17.9
	7.1
	G-helix

	155
	28.6
	>25
	19.0
	6
	H-helix

	158
	24.3
	23.4
	18.2
	5.2
	H-helix

	161
	22.0
	18.5
	17.9
	0.6
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