Table S2. Primers used for the PCR amplification and sequencing.

	Primer
	Sequence (5’-3’)
	References

	LFYE1F3
	TGCAGCTTTCTTCAAGTGGGA
	Peng and Wang, (2008)

	LFYE3R3
	TGTGGGAACATACCAAATTCG
	Yang et al. (2012)

	LFYE3R4
	CCAGATTCGAAGCTTTTCATG
	Peng and Wang (2008)

	LFYE3R4’ 
	TATTCGAAGCTTCTCGTGCTT
	this study

	LFYE3R5
	CCAGCCATTRTCTTTGGCCAT
	this study

	Eph_LF1
	GAACAGGAGGCTTTGCTAAGT
	this study

	Eph_LR1
	GCAGAGGGACAAGATAGAGT
	this study

	NLYE1F1
	AAGGAATTGAAGTCCCTTGAAG
	Yang et al. (2012)

	NLYE1F2
	AGAGTTGTTCAGAGAGTATGGAG
	Yang et al. (2012)

	NLYE1F3
	TACTTGACMATGGCCAAGATGAC
	this study

	NLYE3R3
	CTTTGCTTCTCTCCATATGACAC
	Yang et al. (2012)

	NLYE3R4
	TTGTGGGRACATACCAAATCT
	this study

	CycNE1F1
	AGTTGTTGAAGTCGCTGGAAG
	this study

	CycNE1F2
	TGATGAAGACTTTGGTGGAG
	this study

	CycNE3R1
	CGAAGTTTCTCATTGCGATTG
	this study

	PinNE1F3
	GCCAACACCCTTGTCAATATG
	this study

	Eph_NR4
	GYTGGCGTAGYTTGGTGGGAA
	this study
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