
 
 

Figure S7: De-novo reconstruction of the GCN4 sub-network. The sub-network consists of 44 genes that have direct regulatory interactions (edges) 
with GCN4. Out of these 44 genes, GLL identified 22 (true positives; shown with bold green borders) and missed 22 (false negatives; shown with 
bold red borders). GLL also introduced 69 false positives (shown with regular black borders). Transcription factors are shown with large blue circles, 
and other genes are shown with small green circles. Inhibiting edges are shown with red, and excitatory edges are shown with black. 

 


