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Note that the table represents only those virus sequences uniquely found using PSI-BLAST: repeat hits already identified by BLAST (Fig. 5) are not included. * top five potyviruses included only. # 1N(ProCo) functional domain not identified. The CP of RTSV was not tested using PSI-BLAST due to the high numbers of hits which were sufficiently represented by the BLAST (Fig.5) results.
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Virus Family Protein E-value Accession No.

CRLV Arabis mosaic virus Secoviridae polyprotein P2-V 7.00E-88 ADJ39333.1

Grapevine fanleaf virus Secoviridae polyprotein 3.00E-85 ABI63931.1

Strawberry latent ringspot Secoviridae putative 40 kDa movement protein 4.00E-27 YP_227374.1

RTSV no hit

SLRSV uncultured virus - polyprotein 2 5.00E-42 AEX30969.1

Grapevine fanleaf virus Secoviridae polyprotein 2.00E-05 ADJ10941.1

Arabis mosaic virus Secoviridae polyprotein P2 123KDa 2.00E-04 BAF35851.2

SMoV no hit

ToTV Tobacco bushy top virus Umbraviridae hypothetical protein 3.00E-21 CAR85735.1

Opium poppy mosaic virus Umbraviridae putative cell-to-cell movement protein 2.00E-19 AEJ80235.1

Groundnut rosette virus Umbraviridae orf4 6.00E-18 AAF74551.1

Pea enation mosaic virus Umbraviridae cell-to-cell movement protein 1.00E-16 AEM45992.1

CRLV sacbrood virus Iflaviridae polyprotein 4.00E-45 AAK16273

RTSV not tested

SLRSV no hit

SMoV Maize chlorotic dwarf virus Secoviridae polyprotein 3.00E-53 AAV86083

Rice tungro spherical virus Secoviridae coat protein polyprotein 1.00E-25 AAB17089

Bovine calicivirus Caliciviridae structural capsid protein 1.00E-14 CAA09481

Norovirus Bo/DijonA273/2007/FR Caliciviridae capsid 6.00E-14 ACR67074

Norwalk-like virus Caliciviridae capsid protein 7.00E-12 AAT85639.1

Human calicivirus Caliciviridae capsid protein 1.00E-10 CAD32293.1

Desert Shield virus Caliciviridae capsid protein 4.00E-09 AAA16285.1

ToTV Rice tungro spherical virus Secoviridae coat polyprotein, partial 2.00E-95 AAL78200.1

Maize chlorotic dwarf virus Secoviridae polyprotein 3.00E-58 NP_619716.1

Aphid lethal paralysis virus Dicistroviridae ORF2, partial 8.00E-08 AFU81561.1

Deformed wing virus Iflaviridae capsid protein 4.00E-07 ADY05277.1

CRLV no hit

RTSV

#

no hit

SLRSV no hit

SMoV Broad bean wilt virus 2 Secoviridae polyprotein 2.00E-76 AFW04233.1

Broad bean wilt virus 1 Secoviridae polyprotein 3.00E-29 AAX12375.1

Tomato torrado virus Secoviridae polyprotein 1.00E-74 YP_001039627

Grapevine fanleaf virus Secoviridae polyprotein 1.00E-09 ACZ58632

Turnip ringspot vrius Secoviridae polyprotein 2.00E-09 ADZ54704.1

Tobacco ringspot virus Secoviridae polyprotein P1 1.00E-08 AFR67086

Arabis mosaic virus Secoviridae polyprotein P2 5.00E-07 ACF32434

Cowpea mosaic virus Secoviridae polyprotein 5.00E-06 NP_613283

Cycas necrotic stunt virus Secoviridae polyprotein 1 3.00E-05 AEN25475

Bean pod mottle virus Secoviridae polyprotein 1 3.00E-05 ADD92355

Squash mosaic virus Secoviridae polyprotein 1 2.00E-04 ABZ89551

Apple latent spherical Secoviridae 235K polyprotein 5.00E-04 NP_620568

ToTV Broad bean wilt virus 2 Secoviridae polyprotein 5.00E-79 AFW04233.1

Bean pod mottle virus Secoviridae polyprotein 1 1.00E-76 AAM73718.1

Radish mosaic virus Secoviridae polyprotein 3.00E-68 ADZ55760.1

Cowpea mosaic virus Secoviridae polyprotein 2.00E-66 NP_613283.1

Cowpea severe mosaic virus Secoviridae polyprotein 1.00E-65 NP_619518.2

Red clover mottle virus Secoviridae polyprotein 6.00E-64 NP_620468.1

Squash mosaic virus Secoviridae polyprotein 3.00E-63 NP_620657.1

Broad bean wilt virus 1 Secoviridae polyprotein 1 9.00E-62 AAX12375.1

Tobacco ringspot virus Secoviridae polyprotein P1 3.00E-11 AFR67086.1

Tomato ringspot virus Secoviridae polyprotein  1.00E-07 NP_620765.1

Blackcurrant reversion virus Secoviridae polyprotein  6.00E-07 NP_612604.1

Grapevine fanleaf virus Secoviridae polyprotein  6.00E-07 ACZ58632.1

Cycas necrotic stunt virus Secoviridae polyprotein  8.00E-04 AEN25475.1

CRLV* Sweet potato feathery mottle virus Potyviridae NIa-Pro protein 3.00E-57 NP_734316.1

Sweet potato virus G Potyviridae NIa-Pro 1.00E-56 YP_006493341.1

Sweet potato virus C Potyviridae NIa-Pro 1.00E-55 YP_004046677.1

Pea-seedborne mosaic virus Potyviridae NIa-Pro protein 1.00E-53 NP_734426.1

Turnip mosaic virus Potyviridae NIa-Pro 8.00E-53 AAA89116.1

SLRSV no hit

SMoV Satsuma dwarf virus Secoviridae RNA Polymerase 1.00E-59  BAA08083

Human cosavirus A Picornaviridae 3C cysteine protease 2.00E-49 YP_002956106

Chocolate lily virus A Secoviridae protease 7.00E-47 YP_004940020

Slow bee paralysis virus Iflaviridae polyprotein 6.00E-41 YP_003622540

ToTV no hit

RTSV Acute bee paralysis virus Dicistroviridae replicase polyprotein 4.00E-08 NP_066241.2

Israeli acute paralysis virus Dicistroviridae polymerase polyprotein 1.00E-06 YP_001040002.1

Kashmir bee virus Dicistroviridae non-structural polyprotein 1.00E-06 NP_851403.1

Taura syndrome virus Dicistroviridae non-structural polyprotein 2.00E-04 ADB56659.1

Sacbrood virus Iflaviridae polyprotein 2.00E-04 AFX65180.1

Avian encephalomyelitis virus Picornaviridae putative 3C 2.00E-03 NP_705604.1

Cricket paralysis virus Dicistroviridae non-structural polyprotein 0.002 NP_647481.1
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