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[bookmark: _GoBack]Figure S1. Up-regulation of cell wall-related genes during papaya ripening. Real-time PCR (qPCR) was used to determine the absolute quantitation of the mRNA levels of various genes during papaya ripening. The quantification is represented by the column height. The error bars on each column indicate the SD from four technical replicates from samplings I and II. The different letters represent samples that were significantly different from those collected on other days post-harvest (within the same gene) as determined by one-way ANOVA and Tukey’s test (α<0.05, n=4). Figure B shows the threshold cycle values (Ct) for the two genes used as internal controls (actin gene – cpACT and elongation factor 1-alpha gene - cp_EF1).
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