Table S1: Fine mapping results.

	Marker
	Recombinations
	Mbp

	D4Mit189
	B
	B
	B
	B
	B
	H
	H
	H
	H
	147,95

	D4Mit33
	B
	B
	B
	B
	B
	H
	H
	H
	H
	149,96

	rs3665061
	B
	B
	B
	B
	B
	B
	B
	B
	B
	150,54

	D4Mit42
	B
	B
	B
	H
	H
	B
	B
	B
	B
	150,94

	rs32610416
	H
	H
	H
	H
	H
	
	B
	B
	B
	152,54

	
	1514
	2608
	113
	1604
	2426
	1405
	1406
	1408
	2093
	


Polymorphic markers and chromosome position on distal chromosome 4 are shown in the left and right columns respectively. The two candidate region defining markers and respective chromosome positions are in bold. Bottom row are individual mice code numbers (italics and regular fonts indicate spastic and healthy respectively). In Recombinations boxes, B denotes homozygote for the mutagenesis strain and H denotes heterozygous or homozygous for the mapping strain. Two healthy control mice (1604 and 2426) were found homozygous for SNP rs3665061 and three spastic mice (1514, 2608 and 113) were found heterozygous for SNP rs32610416, indicating that the causal mutation resides within this region.

