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New Fedures
Following new features have been added in WImpiBLAST.

1. New Turbo job feature Turbo Submit reduces the script creation and submit time cycle manifold, now users only need to browse for theirinput
query file and Click on Turbo Submit'. Exploretfougubmit (beta)'.

2. Experience the Organized Job Directory Structud®w, with each successful job, a dedicated directory is created for holding all the files for that
job. The directory bears the same name as jobname given by user, to help in rementie nyagticular files. The jobs directories are created
inside 'WIMPIHome' directory of user's home.

3. Find Script name Information of Job$he script associated with each jobis now displayed in "View Job". Helps you to remember which scripts are
associadd with the running jobs

4. Explore New Way of Browsing Files/FoldeAdt the files are now sorted by last modification time, so you don't have to look for newly created files
every time you submit a job. You will find new files/folders at the top of View. Additionally size of each file is now displayed besides the file to

help in assessing the progress of result. Explore utikteBile Manage+> Tree View.

5. Create & Download Foldeilow you can create your own folder to house different fileglata at one place. Also, just click on any folder to
download it in compressed form. Explore Utilittes File manager> Tree View-> Create Folder.

6. Find Workflow Diagram on Every Page workflow diagram to let you understand how to submit scripts.
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Introduction

1

INHPC Clusters,2 6 t SOSt & 2¥rid0 KNeBR@IdE USadiiz@Kurel péoper usagef diverse hardware and software resourgésb
schedulers provide low level commanidssubmit computationalfR S Y Yy RA Yy 3 (| & 1 8l i 2 FoBtkEspakent SistriBudzNiofS
the associated workload. The user can submit batch jobs, intergjclbge and parallel jobs to theasourcemanagerthrough job £hedulers

1.1 Preface

WImpiBLASTPortal is a useifriendly job submission, management and monitorimgterface that is compatible wittopen source Job
scheduler and resource anageri.e. Torque WImpiBLASTs aweb Ul developed specifically for mpiBLAST. It is developed tcagiser
friendly interfacefor molecular biologist to submmpiBLAST job on HPC cluster.

Routinely most of the molecular biologist use NCBI portal for doing sequence similarity $eatheir gene of interest. With the advent of

Next Generation Sequencing Technologies it has now become possible to study gene expression at Genome wide scale thsegqgh RNA
experiments. Annotation of all the genesaigiven transcriptome is computanally very intensive job which can be accelerated by using High
Performance Computing cluster.

To do this transcriptome annotation themselves, Molecular Biologist are often limited due to steep learning curve to Hmiof ski
programming and commanline usageBy developingVImpiBLASWe are tryingto help molecular biologist to overcome this limitation by
helping them use high performance computing clusterdamputationallyintensive annotation jobs through simple web interface.
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1.2 Salient Fatures and Benefits

1. Web basedemote access

2. Personalized job list and job status information.

3. Manageresources

4. Job management

5. Email motification

6. Customizablenterface

WImpiBLAS Tan be accessed from any location through web browser. No
additional software is needed

End users can easilmanage and viewheir jobs.

Administrator decides what all resources are accessible by the usemaking
changes at system level policies.

User can manage their jobs individuallidowever, aministrator can also track and
manageif need be.

Users canchose toreceive notification when jobs begin, finish or fail, alldng
them to be informed when any of the aboveventshappens

WImpiBLAS Tan be customizedas per the new Boinformatics applicaion
requirementto support more mpi enabled applications
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1.3 Advantages

1  The current version o¥VImpiBLASTan scaleto environments withhundredsof users The scaling limit ofMimpiBLAST only limited by
number ofregistereduserson HPC clusteiThe scaling capabilities are also dependent on hardware capacity and user management policies at
system levelTypically WImpiBLASIE closely tied with authenticated users and will allow only those users who have their account on HPC
system tologin.

91 Built using JSP/Strut$.3.0 an industry specification making the portal installation portable and scalable. CuktdntiyiBLAS@oes not use
any database or flat files thus making the installation esrempler.

f Integrating new Parallel Application amtstonizing the WImpiBLASPortalA & Sl aeé | a 2yf e aSLINIYGS F2N¥ 7T
input/outputis required.

1 WImpiBLASTides the complexity of divers€luster resourcesnterfacingwith hardware/software resource nanager interfacingrom end
users thus letting users/domain scientist® concentrateon their respective scieno&ithout having to worry about several computational

aspects

1 TheWImpiBLASPortal facilitates creation, submission and monitoring of the job though web browser. Heneadheses are free from the
strenuous tasks afommand line script creatiompp submission and monitoring.

1 AsWImpiBLASTS dosely coupled with HPC Cluster thus the Super user privitegestill applicable ifedministratordogs into the portal.
Admiristrator canmonitor all the users,gbs submitted by the userand job listory.

1 Impact on existing network and cluster infrastructure is minimal:WienpiBLASPortal makes use of native JAVA features to carry out various
tasks in isolation. Also, due systemlevel commands used in performing several functions the overall impact on server hardware is very
optimal. WIimpiBLASportal thus reduces load on hardware by using a mix of native java featdkinuxcommands.
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1.4 Flowchart Description oWWImpiBLASPortal

UserConfiguration Flowchart @ <

List of Submitted
Home Page !
: ot sumie

- : . | WImpiBLAST
BN scipOperations | > EEISETEE —— e ———
4 Modify OlderScript ‘
_. i submitiob ‘_.

SN JobReporting JOB MONITORING:
g View Job —

FILE MANAGER:
) Directory Tree View JOB MANAGEMEN

Download/Upload File

View Script HOLD

Path Finder DELETE
See Inside Files RELEASE
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WImpiBLASPortal Overview 2

2.1 LoginPage

ThisLoginpageconsists of login sectioand genericinformation about the features dfVimpiBLASportal.

From login page the user can also navigate todaormation section oWImpiBLASportt £ & dzOK | & d&! 0 Bedtio | YR &
usinglinks given in the footer of the page.
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2.1Login Pag&napshot

L. # Login- WImpiBLAST

« - C | WImpiBLAST/welcome/loginpage.jsp 'ﬂ?l

Meet WIMpiBLAST | __ GetStarted

WImpiBLAST is a user-friendly interface for malecular biologist to Username After entering

submit mpiBLAST jobs on HPC cluster. The motivation behind

WImpiBLAST is to help core biologist overcome computational usert 23] Username and

limitations in using high performance computing cluster for [T Password, User will be

computationally intensive annotation jobs. | q to th
Password 0gged ontothe

With WImpiBLAST, We hope to make biologists more familiar with remote CIuster_OnIy

overall computational biology ecosystem. registered users can

login to the cluster.

LOGIN RESET

Figure: LoginPage
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User Area 3

3.1  Script operations
User is tasked with each of the followingThe Job related functionality &/ImpiBLASportal includedollowing features:

1 ScriptOperations

i Creat Script
U Modify Script

1 Job
0 Submit Script

1 JobReporting
i View Job

Script Operations This feature is sub divided further into create script and modify script modules. Create script provides a intuitive user
interface by which user can create the job stopline by providing all the relevant parameters. In modify script, user can modify or change
previously created scripts and can also save the changed script by new name in the same.location

Jolr This feature oWWImpiBLASPortal includes a submit sctiuser interface by whiclthe end user can submit the job to the scheduler for
execution.The submit script user interface first gathers the necessary information from the user such as number of nodes and wiatleclock
and then submit the job script faxecution.

2013 National Agri-Food Biotechnology Institute 12 /46
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Job Reporting: This feature oMVImpiBLASportal is sub divided into view joand manage jobmodules. In shortJob reportingdeals with

providing the job specific details to the end user in an easy to redduaderstand format. Vieyob will display only those jobs to the end user
GKAOK INFE &4dzoYAUGSR 0@ KAYKKSNIAY 20KSNJ g2 NRa dza SNJ Yhbddle praditley Qi DA
specific details for any particular job selected by user to view.

3.1.1 Createand SubmitNew Script

To run a batchob through Scheduler, you have ¢oeate a scheduler specific script using the corresponding prefix and prerequisites for
the particular scheduler. The script specifies, amotig pbthings, the mmber of processorsthe amount of memory, and the length of
time you're requesting. Each system has additional resources that you can request.

Scheduler specific directives are specified as comments in the script. In particular, all lines beginngay WiRBS, in case if you are
creating a PBS script, it is followed by the PBS directives. After the PBS directives is the body of theceonpands which are
executed when the script runs. In this way the script is created which is further submitdtetschedulefor scheduling based on
system policies

For E.g.:

# This is a sample PBS script

# For parallel job

# Request 4 CPUS
#PBSI ncpus=4

# Request 1GB Memory

#PBSI mem=1gb

2013 National Agri-Food Biotechnology Institute 13/46
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# Request 3 hour@minutes of wallclock time @t CPU timd

#PBSI walltime=3:2:00

# Request that regular output and terminal output go to the same file
#PBSj oe

# The following is the body of the script. By default PBS scripts execute in your home directory, not the directory flotheyhiere
submited. The following line places you in the directory from which the job was submitted.

cd $PBS_O_WORKDIR

# Now we want to run the job "foo", which is an MPI job and

# is in the directory $PBS_O_WORKDIR. Note: mpirun defaults
# to 4process, so we needtspecify-np 4to runon 4

# processors.

mpirun-np 4./foo

2013 National Agri-Food Biotechnology Institute 14 /46
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CreateNew Script Snapshb(fom-1)

WImpiBLAST .

Web interface for mpiBLAST to help biologist in high performance computing based large scale annotation

Home Try Turbo Submit {beta) Script Operations Job Job Reporting Utilities demo
) (2.) Various PBS Script
Job Details
related parameters
* Script Name |Litchiscript.sh | Scrlpt Name
¢ JobName
Job Name EEL | Wall Clock Time

(3.) NEXT btton Resources No. Of Nodes
script inside * Wall Clock Time 20100100 | Email 1d
WIMPIHome “ No. of Nodes : |
fOlder and Save (Due to demonstration restrictions no. of nodes is fixed at 1)

all the details

* Process Per Node

(Maximum no. of cores is 24.)

filled by userin
that script, if this
step is successful

Email Notification

than the user will Send Email At @ StartOf Job @ End Of Job @ Abort Of Job (1.) Note: A new folder in the name of
be forwarded to _ _ _ jobname provided by the user is createdifo
mpiBLAST ' Send Mail To (Emailld) sbc@gmail com | eachscript. All the relevant filesuch as input

specific module. file, standard error file , standard output file
/ and result file will be created inside that
folder by default. However user can change
this behaviour by modifying the script.

Figure CreateNew Script
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Create New Script Page Informationor Parameters The information present on creataew script page is divided into four sub
sections which are as follows:

Job reporting
Scriptname
Job rame

Resources

Number of rodes
Process peraode
Wallclocktime

Email/Notify:
Event to send malil
Recipient enail id

A brief description of above listed parameters iS@kws:

Script rame: This parameter requires the name by which the file will be created in the syateer user clicks oNEXTbutton at the
bottom of the pageOnly alphabets (&,az) are allowed in this field.

Jobname These parameters specifige name by which the Job will be submitted to the scheduler. This parameter is diffeoemt

the filename parameterC2 NJ S®3d || 2206 AONALI Oly o6S LINBaSyid Ay GKS aeadasSy
YIEYS FASETR A& a220¢ GKSyYy GKS I ool b« scieduNaOnlyial pdakets (X ,ax)Sare alidezedih (i G S R
GKA&a FTASER® 9@OSNE GAYS dzaSNJ Of A0l 2y Wb9-¢Q o0dziG2y HomeyThis F2f R
folder will contain all the relevant files of the job such as result file, standard output filedataerror file and input query file etc.

2013 National Agri-Food Biotechnology Institute 16 /46
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ResourcesThis section of create dpt page consist of informatiorelated to typical hardware level resources which will be used for a
script when it will be submitted to scheduler foreoution. List of various parameters present in this sub section are as follows,

Number of rodes: This parameter specifies the total number of compute nodes widtbe used foexecuting the script.

Process per ode: This parameter specifies thetéd number of processes which will be simultaneously executed per node for
execution of script.

Wall clock tme: This parameter specifies the total amount of time allocated to the script for execution. For e.g. if the script execution
crosses this alteed time interval than job scheduler will automaticalbyispend script execution anchamail will be sent to the
recipient email address.

Email/Notify: This field indicates the eveonh which you want to receive the notification email.

Create saipt application SectionThis section contains blast specific parameters to be filled before the final script can be created for
execution.Where Create Script Module creates script with all the job scheduler specific parameters the mpiBLAST sectien append
ofrad ALISOAFTAO RSUIAfTA Ayildi2 ONBFGSR AONALIN P ¢KAA réaeOdigt2y OF Y
Y2RdzZ S¢ 20KSNBAAS dzaSNI OFy y2i | 00Saa GKAa&a aSo0dieis/todaintainl2 NI | £ &
file consistency in the system and prevent users fronmtentionallycreating empty job execution scripts.

Description:YouK I @S (G2 oN2gasS GKS AyLdzi |j dzSNE TAf Oncd NPl is GeteQethe dputi SY 0 &
and output file paths are automatically updated by portal. Ngoti needto select blast database to searahdblast program to use

from dropdown menu. If you want to customize the search then filltiweLJ: N} YSGSNER o6& OO3 Otfl ANHEY RS NECQ
button to displaythe list of currently supported parameters.

2013 National Agri-Food Biotechnology Institute 17 /46
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3.1mpiBLAST Application Section Snapshot

WImpiBLAST .

Web interface for mpiBLAST to help biologist in high performance computing based large scale annotation

Home Try Turbo Submit (beta) Script Operations Job Job Reporting Utilities demo

Mpiblast Details

Blast specific details such
Input File ‘IvaultfdemohomefW\MPlHomeILitchi.r’Li‘ < as

Qutput File ‘fvaulﬁdemohome}'W\MPlHomelLitchi."LiH -InpUt query File
Blast Database ‘ nr v -Output file to be
Blast Program | blastp | < generated after search
Advance Parameter Hide Advance Parameter | -Database to SearCh
Expectation Value
SAVE& SUBMIT (Default = 10.0) oo | - Advanceparameters
l?uttOﬂ will AEl)ig:mleTtg\/ieWOptions ‘9 ‘ such as expeota|ue’
finally save all et output format etc
the blast Database Sequences to Show :
e .<’.:15 . One-Line Descriptions For ‘25| ‘ <
specific details (Defautt 1)
i i Number of Sequence to Show
In Scrlpt anq Alignments For (Default = 1) “OOOO ‘
submit it to job
scheduler for
execution.
Figure: mpiBLAS&pplication nodule
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3.1.1.2 Modify older script:

The Modifyscript module provides the flexibility of changing the previously created scaptny time and saving the modified script
either by new name oby the same name tis overriding the older scripModify script letsusers change any specifparameters of

the script or changéhe script entirely depending on the type of job requirement. Typically, there is no limit imposed by modify script
on the degree to which the user can change the script as per the requirements.

Modify older script page information or @rameters
The information present oModify Olderscript page is divided into four sub sections which are as follows

1 Scriptpath
1 Editing @nel
1 Save a
1 Save scripta
A brief description of variamiparameters present on the nalfy script page is as follows:

Script path: This parameter specifies thgath of the script that has to be changed or modified by the eisé@r. The user can easily
select the specified script by using tipath finder feature of portal When user succefully provides the path to the scripit is
displayed in the text areaith contents modifiable

Editing panel: This area is reserved for displaying the script to the end user. Upon selettimscript formodification, thecontents

of that script ae displayed in the arebelow scriptpath label. User can easily change aoirameter by directly making changes to the
contents of the script or more parameters can be added by simply writing new command or directives among the already written
contents.

Save & This parameter specifies whether or not user wants to save the script as new file or not. User can simply choose ¢o save th
AONARLIG a bS¢ CAfS o0e aStSOGAy3a a,Saé¢ 2N RSOftAyS o6& aStSOlAay3
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Save script & This parameter specifies the nexame for he script. If this field iempty then the script will be saved by the same
name i.e its original name. In other words few nameand new locations not provided by the user then the original script will be

over ridden.

Modify older script snapshot

._' © WImpiBLAST Modify-Scri; % W %

« > | WImpiBLAST/modules/Script_Operations/Modify_Older_Scriptjsp

Initial Details

Script Path |fh0me.-’parichitfnewﬁannonafscript

|

#PBS -l nodes=i:ppn=4
#PBS -0 /home/parichit/
#PBS -e /home/parichit/

date

Editing Panel

\

Contents of
the script will
be displayed

in this area.

date
New Detals Click on DISPLAY button
after providing the path to
save As Sves O script/ffile to view script in
Save Script As |r|ew_name_sh| | Edltlng panEI
o
Click onSAVE
SCRIPT button to |
save the new Figure: Modify Script

Changes done in ri-Food Biotechnology Institute
the script.
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3.2 Job

Once user has set up scheduler environment, thereeied to create a shell script file that dams the commands to rujob. After
creating a scheduler specific script using the correspanpgrefix and prerequisites, user wihve to submit this script to the scheduler

by using the scheduler specific commands and flags. This process of submitting a job to the scheduler using the schaficler spe
commands is referred as Job Submission.

With WImpiBLASTsince all the system level policies and setup of schedulers/configurations is done by system administrator hence
user has no need to worry about setting up low level details to configure schedules or resource maBaberg.Job module of
WImpiBLAS®€asily submits the job for user while also alerting for any error as encountered by job scheduler in starting the job.

The Submit Job module is subdivided on the basis of whether the user is subthigtiagriptrandom script or not.
Random sript: yes(Forexperts only)

Using the radio buttons present at the tagectionof module the user can select that whether the script that will be submitted is a
random script or natUser can subniithe script as random script icase where user wants tdhange various resource specific details
with each execution of script for e.g. executing script by changing the number of nodes every time so in that case thee=to
change the script each time the number of nodes changes. By selecting theascnighdom script, the contents of the script will
remain same but still it wilexecute with new parameters as submitted by usEhis is also true for various other parameters as
available in the random script menu of Job submission module.

Random sript: No (Recommendel

A > 4 oA ~

| 26 SOSNE AG A& SELSOGSR GKIFEG Y2adG 2F GKS GAYS GKS dzee§QuMdd oAt £ ¢
parameter needed from user is path to the script.

Note: If the script is create using create script mdule of the portal then it is always R@A al 6f S G2 aSf SOMmM NI yR2
other words if youcannot decidewhat you should do with random scrigt 2 LJ0A 2y GKIy OK22a&ddidply R2Y & (
provide the path to already creted script
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Subnit job snapshot Randomscript: Yes

< [ 20.30.40.169:8084/WImpiE x

1npiBLAT/nudIechbSumi,Jojs

=i Apps [ Getting Started ' | Imported From Firef... Bl Imported From Firef... #§ Using Calendar Con... ) New folder [ Oracle DBA Intervie... b Delete Linux Restore.. %] How To Safely Unin... - + ® How to install 5Q.

By clicking on SUBMIT
JOB button, a new job
with name xyz_123and
all the parameters as

shown in the fg. such
as wall clock time,
Mailing Id etc. will be
submitted to scheduler.

WImpiBLAST .
‘Web interface for mpiBLAST to help biologist in high performance computing based large scale annotation
Script Operations ~ Job  JobReporting  Utilities  parichit
Serptype » Random script i¥ES |
Random Script @ves O nNo
Job Details
ipt Path , , -
e e Fill these details only if you
Job Name
S are advanced user and
understand how to speci
Wall Clock Time 20 4__ . p fy
resources to plain scripts for
No. of Nodes 4 k .
parallel execution.
Process Per Node
Data Management
StandardOut Location
StandardErr Location

Email Notification

Send Email at

Send Mail To (Emailid)

Start Of Job End Of Job Abort Of Job

abc@gmail.com

T e

Figure Randomjob submissions
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Submit pb snapshot Random sript: No

l_. ¢ WImpiBLAST Submit-Job x \§ > Wb atlp ==
¢« C /WImpiBLAST/modules/Job/Submit_Job.jsp Q’ii?“

WImpiBLAST .

Web interface for mpiBLAST to help biologist in high performance computing based large scale annotation

Home Script Operations Job Job Reporting Utilities parichit

Script Type ‘ Random script iNO |

Random Script Oves @no

Job Details

By clicking on SUBMIT
JOB buttona new job
will be submitted to
scheduler As can be Script Path /home/parichit/myfile| |
seen new job will

execute script 123.sh

which has been create

using create script

module of WImpiBLAST
portal.

Figure: Not random script job submissions
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Submit ScriptPage ContainsParameter Information A brief listof varioussections present on this page is as follows:

Job reporting
Scriptpath
Job rmme

Resources

Number ofnodes
Process peraode
Wall clock ime

Email motification

Notify
Mailing ID

Data Management

Std.output
Std.error

2013 National Agri-Food Biotechnology Institute 24 /46
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Job sript

This parameter specifies the exact location in the file system where the executable script is present. In other wordsentspr
standard input path wheré¢he input file is presentlf not automaticallyselected,it can be selected by the user using theth
finder functionality of theWImpiBLASportal.

Job rame
Job Name is the name given to the job script with which the particular job is run.

Number ofnodes: This parameter specifies the total number of compute nodes that will be used for simultaneously executing
the script.

Process per ade: This parameter specifies the total number of processes which will be simultaneously executed per node for
execuion of script.

Wall clock tme: This parameter specifies the total amount of time allocated to the script for execution. For e.g. if the script
execution crosses this allotted time interval than job scheduler will automatically suspend script execdtian email will be
sent to the recipient email address.

Email rotification

Email Notification section contains the events when the user is notified by electronic mail to the mail addresses spdhdied t
mail lds specified.

This electronic notificatioenables the user to monitor the status of its submitted jobs; by specifying flags we can get mails
during any job suspension, completion, abortion etc as per the job status.
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Standard atput file location

The standard output redirection can be used tatevthe output to another place, the standard output field consists of a text
box. If the specified path is a directory the output streams are put with the default names under that dirédeage note that

the standard output file is always created jmp scheduler and it is separate from normal output file created by application.
Even if user does not specify any output file name then also a standard output file will be created by job scheduledto recor
successful completion of job.

Standard eror file location

The standard error redirection can be used to write the output to another place, the standard error field consists dicx et

the specified path is a directory the error streams are put with the default names under that direBlegsenote that the
standard error file is always created by job scheduler and it is separate from normal error created by application. &en if u
does not specify any error file name then also a standard error file will be created by job scheduler toamomsdhrown by
application duriig execution.
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3.3 JobReporting

TheJob reportingfeature of WimpiBLASportal keeps the user up to date about status of various submitted jobs in the system.
Generallya job can be igueue running, halt or hold andreleasedstates.Each of these states has its own significance in the
life cycle of the submitted job. By default a user caryaméw jobs to which the user is authorized to view in other words, jobs
submitted by anotheuserwill not be digplayed to the current userA generic view of current job status in the system will be
displayed to thauser when user selects theew job module. Thelob reportingmodule is designed with a perspective of

keeping complexity as minimum as possible whispthying the job status in most user friendly manner to the end user as
possible.

User can dynamically hold or release any job by usingdhtr@a panel present on the riglgide of screen, thus user has to be
concerned only with the end results andtnaith the exact implementation of procedures.

View job module is helpful in pin pointing the selected job for further detailing to the end user as any selected job will be
displayed with all its relevant parameters using which it was crediesvever,only those jobs which are in queue can be

changed or modified by the end user because resource managers or job schedulers does not allow modification of running jobs
or released jobs by convention.

3.3.1Job Monitoring & ManagementThefunctionality provded byJob reportingmodule can be roughly divided into
monitoring and management module¥/hereas monitoring modules are designed primarily for job monitoring purpose by
reporting and displaying the current job statirsthe system to end user

The maragement functionality is intended to change job status as per user requirement. A separate control panel for changing
the job status is providedn theright side of the screen using whidie jobs can bénold, releasedor evendeleted by user
intervention.
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VIEW
JOB

| JOBREPORTING | l

MANAGE
JOB

HOLD

VIEW JOB J

RELEASE

4 DELETE

LI LI LI

Figure: Jobmanagement and monitoring amponents

WImpiBLASPortal provides user wittan easy monitoring and managingility for their submitted jobs. It provides information about

the current status of the submitted job, for convenience the portal has the facility to watch job specific to a particular status, whic
makes the things lot clearer.

User can manage these joléth ease. Portal display information such as: JobID, Priority, JobNawmer, Status and Queue. User can
manipulateselected job foDelete,Hold,and Release
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3.3.1Job nonitoring ¢ View job shapshot

Various Job
related
parameters

WImpiBLAST .

Web interface for mpiBLAST to help biologist in high performance computing

Script Operations Job Job Reporting Utilities

| e
‘ Job Details
|
|
| Job Id Jobname Username State Queue
|
‘ 617.serendipity. new parichit C default
‘ 618.serendipity. new parichit C default
| 619.serendipity. new parichit C default
|

620.serendipity. new parichit C default

Abstract view of
running Jobs in
the system.
Currently jobs
with jobid
332,33,334,335,
336are shown

/4

Figure: Jobmonitoring: View job

Above figure clearly displays a generic snapshot of the system iofagening jobs Job with jobid 617s completedindicated by sy 2 ¢ & /
Ay O2f dzyy yeomplSddmadssiihatdhs @b iexecution is either successful or unsuccessful. User has to refer to error and output
files to verify whether job was succéskor not List job provide the user an abstracted view of the jobs in the system.
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3.4Job nmanagement

The Job management module WiimpiBLASportal provides the flexibility of changing the job status dynamically online. The user can change
the staus of jobs submitted to the scheduler by making use of control panel (refer fig. 3.1.3.2) ogyhitesideof the screen that contains
different status alteringoptions. Whenever,user wants to use the job managemefninctionality, userhas to selecanyone job out of the
listedjobs which are displayed in thiiew jobé module, after job has been selectdden user can modify the status of that job by using the
options given on control pan&in theright sideof the screenThe job management module $sib divided into following functions which are as
follows:

1 DELETE
1 HOLD
1 RELEASE

DELETE his option will delete the job selected by the user from the queue. Once deleted that job cannot be resubmitted age@atditon
If the user wants to submit a johgainwith the same parameters as the deleted job , then a fresh job has to be submitted using the submit
script option (please refesubmit Sript in Job Submissian)

HOLD this option will put the selected job adHOL, in other words the status of o A f f OKF y3IS FTNRY daweée £¢G2 al ¢
HOLD, that job will temporarily suspend its executiomless usereleasa the job again by clicking 06RELEASBption in the control panel

After being released thgob will resume its executioms normal with all the parameters as originally being specified by the user when
submitting that job.

A X L oA

RELEASE ¢ KA & 2LJXiA2Yy ogAff NBESIHaAaS (GKS &aSt SOGSR 220 FTNRY dal shodé | yR
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3.4Job management Manage pb snapshot

el wimpiBLAST/modulesfiob_Reporting/Manage_Jobjsp Q]

) Newfolder [l Oracle DBAIntenvie.. ' » Delefe Linux Restore... ' %] How To Safely Unin » % How to install 5Q-.

WImpiBLAST .

Web interface for mpiBLAST to help biologist in high performance computing based large scale annotation

Home Script Operations Job Job Reporting Utilities parichit

Control Panel

Select Job [ onere |
DELETE <

Sce]|ect JobId Username Queue Jobname Nodes PPN Memory Time State ElapsedTime <
®  617.serendipity. parichit default new 2 4 - 01:00 C 00:00 *
O B18.serendipity. parichit default new 2 4 - 01:00 C 00:00
619.serendipity. parichit default new 2 4 - 01:00 C 00:00
O 620.serendipity. parichit default new 2 4 - 01:00 C 00:00
User can select any
running job by selecting
; the check box on the
extreme left and can
either delete, hold or
release that job using
control panelon extreme
. . riaht side.
Figure: Manage pb module
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3.5 Utility : File Manager

Thefile managermodule of WImpiBLASPortal providesthe functionality of online downloading of remoteds or directories to the client
systemthrough tree viewfacility of WImpiBLASTThis module helps user in managing their files and folders any time between their remote
cluster and client desktops, laptops etdser only needs$o select the specific filer folder from their home account on remote cluster to
download the file or folders inattheir personal computers. This module makes it easy for users to managratigéers betweerclusterand

their personal computersTheFile Managemodule can be dudivide into following modules

Downloadutility
Uploadutility

Tree vew utility
View <ript utility
See insideilies utility
Path fnder utility

= =4 -4 -4 -9 2
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3.5 Utility : File manager siapshot

Apps [ Getting Started M) Imported From Fi B Imported From Firef... 43 Using Calendar Con.. - i New folder i Oracle DBAIntervie..  * Delete Linux Restore..  [¥] How To Safely Unin.. -~ » » How toinstall Q...

WImpiBLAST .
Web interface for mpiBLAST to help biologist in high performance computing based large scale annotation
Home ‘Script Operations Job -Job Reporting
Browse Home .
— Get Your Files Here!
Directory/File Selected
5 abokia_formatted_nr -
@ pig 3 Download
' Deskiop Upload Files
2 jitehi_02_oM_N
5 netbeans-7.3.1
5 shemy
© upioad == ]
myjob.0395
new_reduced.fasta_177.serendipity.nabi.in.Abokiablast_e0.00001_m9_b1_vi.te o .
—] 1
yjob.edza View Your Scripts!
myjab.0391 View Script
myjob.0382
emacs E
myjao.0881 — See Inside Your Files!
myjob.0380
mMyj0n.0440 View File From Top
myjob.e592 ) 50 Lines ) 200 Lines. ) 500 Lines
Sample_TAC_14_fo_ss1_102_contigs..0329 View File From Bottom
nodefile
myjob.0428 2 50 Lines 2 200 Lines 2 500 Lines
myjon.e391
myjob.e593
myjob.0595 i
= T — Get Paths
Directory Path
4
File Path
Z
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3.5.1 (A) Download ility :

In downloadUtility, user has to select a particular file or directory the remote system using thé& ¢ NB S utititk & WEnpiBLASportal,
after user has selected the file éolder download can be startely clicking on Download button. Biefault all the downloaded files or
directories will beplacedin to the download folder of the client systen@urrently multiple filesor folders cannot be downloadeloly user but
ata time user can download only single file or folder.

3.5.1 B) Upload uility :

In uploadmodule,user has to slect a file from his/hesystem, after the file is selectett can be uploaded tgerverby clicking on Upload
button. The user can only upload files but not directories because of security vulnerabilities pertainiraséetr of file system information
over the internet directay uploading has been disabletiowever if extremely necessary then the required directory has to be converted into
zip (compressed) file format or any other compressed file format and thendhgeessed file can be uploaded normally by using the upload
module functionality All the uploaded files will be uploadeddo! LJX 2 I R¢ Tha@re BirSdiry bfytha ds& 8y default.

(2)By clicking on
Download button , file
Gy S PNB RdzO §
TTOPPE GAf S
downloaded to client

Use Browse
button to select
the file to

system.
upload for (2) By clicking on
dza SNRa f
system.

Upload button file
GYLIA.[! {¢y3
20EEé oGAff
to server inside
GdzLJ 21 R €
users homedirectory.

Figure: Download /Upload dility of file manager
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