Supplementary Table 3. The 60 differential mRNAs screened out from the overlap outcome of microarray data and CCDB. 

	gene_symbol
	Fold-change
	regulation
	gene_symbol
	Fold-change
	regulation

	APOD
	0.088
	down
	CDKN2A
	3.48
	up

	ESR1
	0.17
	down
	TRIP13
	3.12
	up

	IGFBP5
	0.24
	down
	TOP2A
	3.1
	up

	CRYAB
	0.26
	down
	CCNB1
	2.91
	up

	TIMP3
	0.39
	down
	CCNE1
	2.7
	up

	CYR61
	0.44
	down
	AIM2
	2.67
	up

	PLAGL1
	0.5
	down
	EPCAM
	2.67
	up

	TBX3
	0.51
	down
	E2F1
	2.5
	up

	GJA1
	0.55
	down
	EZH2
	2.42
	up

	NTN4
	0.73
	down
	MCM2
	2.39
	up

	OAT
	0.73
	down
	PCNA
	2.23
	up

	RARA
	0.74
	down
	TYMS
	2.23
	up

	MMP1
	9.71
	up
	MCM4
	2.16
	up

	MMP12
	8.32
	up
	SCD
	2.16
	up

	MMP3
	7.86
	up
	PTTG1
	2.12
	up

	SYCP2
	3.8
	up
	SKP2
	2.1
	up

	TPX2
	3.71
	up
	CKS2
	2.07
	up

	ECT2
	3.6
	up
	MET
	1.96
	up

	ANLN
	3.55
	up
	CDK2
	1.91
	up

	MCM3
	1.83
	up
	GSS
	1.5
	up

	DEK
	1.74
	up
	HIST2H2BE
	1.5
	up

	STAT1
	1.71
	up
	HSPD1
	1.43
	up

	BST2
	1.66
	up
	E2F2
	1.42
	up

	BRIX1
	1.63
	up
	ADRM1
	1.41
	up

	DNMT1
	1.61
	up
	GRB2
	1.36
	up

	TARS
	1.6
	up
	MRPL11
	1.35
	up

	PLSCR1
	1.58
	up
	RALY
	1.34
	up

	CSE1L
	1.57
	up
	DDX27
	1.32
	up

	MRPS23
	1.52
	up
	RNF114
	1.32
	up

	BIRC5
	1.5
	up
	ILF2
	1.29
	up


