
Table S4. Primers for yeast two-hybridization assays  

Construct name Primers  sequence (5'-3') Restriction sites  Function 

pGBKT7-GmFT2a CCATGGAGATGCCTAGTGGAAGTAGGGAT NcoI Bait 

 GTCGACGAGTGTGGGAGATTGCCAAT SalI 
 

pGBKT7-GmFT5a GAATTCATGGCACGGGAGAACCCTCTT EcoRI Bait 

 GTCGACGGCATGCTCTAGCATTGCAA SalI 
 

pGADT7-GmFD08 GAATTCATGGGGACCCAAACTATG EcoRI Prey 

 GGATCCATACAAACCGCTACAACT BamHI 
 

pGADT7-GmFD15 GAATTCATGGGGACCCAAAGGCAAAAC  EcoRI Prey 

 GGATCCATACAAACCGCTACAACT BamHI 
 

pGADT7-GmFD19 GCCATATGATGGGATCTCAAGGTGG NdeI Prey 

 ATGGATCCGAGAACTATGGAAGTGCATCA BamHI 
 

pGADT7-FD GAATTCATGTTGTCATCAGCTAAGC EcoRI Prey 

  GGATCCCAATCCCCAAAAGAGAAACAAG BamHI   

Underline in primer sequence highlights the restriction enzyme recognition site 


