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Primer sequences (5’-3’) 

MB1 76 60 AAGTTTGACAAGTTCAAGCACCTG 

exon 2   TGGCACCATGCTTCTTTAAGTC 

SEPT32 104 65 GAAGGCTTAGACCCAGACTGAGAAC 

PSEPT3   ATTAGCATTGTAATGGGGAAAGCTG 

SFT2D12 153 65 AAATTGTTTCCCAAAGCATCTGCACTA 

P1SFT2D1   TTGACCACAACACGATATCACTTCACA 

SFT2D12 90 65 TGTGCTCTCCTCCCACACAACTAGA 

P2SFT2D1   CCGTGATTTGGCAGCTTAGTAATGG 

SFT2D12 125 65 CCCCACACTTCCATTCTTAGCAGAC 

P3SFT2D1   TAGTTGGTGTGTTTGGTGGTTTGGT 

SP1002 95 65 AGCTGACCGGGACACTCTAA 

PSP100   GAGGAAGGCTGAGGGGTGAA 

ZFP362 139 65 CCTTTAAGCTGCGTAAGGATTTGGA 

P1ZFP36   ACACTCGGGTTCCTCTCCTGTAACC 

ZFP362 148 65 ACCCCAAATACAAGACGGAACTCTG 

P2ZFP36   GAGAAGCTGATGCTCTGGCGAAG 

ZFP362 141 65 AGACCATACAAGGCCAGCGTCGTC 

P3ZFP36   GAGTGCGGGGCAAGGAGAAAAA 
1 negative control (Red ChIP Kit (Diagenode)) 
2 designed using Primer3 (http://frodo.wi.mit.edu) 
	  


