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Figure S4: Comparison of timing of gene activation / inactivation with Polo et all 2012. Using the
cluster definitions provided in Polo et al genes whose expression increased or decreased Early, Gradually or Late were 
collapsed into a single Early, Gradual or Late cluster. We then compared these clusters to the mean of the normal distribution 
for each gene as defined in our model as shown in the box and whisker plots above.
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