
Table S5. CRISPR analysis of the P. larvae strain DSM 25430 genome. 
CRISPR  Direct repeat consensus Spacer Start Stop CRISPR 

length 
Direct 
repeat 
length 

 No. of 
spacers 

Crispr_1 GTCGCATCCTACGCGGATGCGTGGATTGAAATT  TGTTTCGATGCTATATTTATACGCATCAATA  1647332 1647395 566 33 8 

 GTCGCATCCTACGCGGATGCGTGGATTGAAATA  AGGGAGGGGATTTTCAGACTCAGTTTAGACTATAC  1647396 1647463    

 GTCGCATCCTACGCGGATGCGTGGATTGAAATA  TTACAGGGGCAGGGAGGTACAGAAGATAGGAGGTAC  1647464 1647532    

 GTCGCATCCTACGCGGATGCGTGGATTGAAATA  CTAGAGCAATGAGCATTAACGGGATTCCAATCA  1647533 1647598    

 GTCGCATCCTACGCGGATGCGTGGATTGAAATA  AGGGAGGGGATTTTCAGACTCAGTTTAGACTATAC  1647599 1647666    

 GTCGCATCCTACGCGGATGCGTGGATTGAAATA  TTACAGGGGCAGGGAGGTACAGAAGATAGGAGGTAC  1647667 1647735    

 GTCGCATCCTACGCGGATGCGTGGATTGAAATA  CTAGAGCAATGAGCATTAACGGGATTCCAATCA  1647736 1647801    

 GTCGCATCCTACGCGGATGCGTGGATTGAAATC  AATTAAGCCGACCGCCATATAGCGTGGCTAT  1647802 1647865    

 GTCGCATCCTACGCGAATAGTTGAATTGCAAAT   1647866 1647898    
 


