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wlsclate #1_FB2 09-02.abl(27»631)+

wlsclate $2_FB2 09-02.&bl(1>377)

wlsclate $3_FB2_09-02.&bl(1>500)

wIsolate #4_FB2_09-02.3kl1({1»492)
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H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Len17-ca: A/Leningrad/134/17/57 (H2N2) master donor virus;




PB1 gene
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}Iranslate}::nsensus CTGGATCCCTRAGRAGGLZER GCT ATT T ry CA
HTN3-wt_FBl.seq({l>2341) —|lztggatce caagagszaa gttece att t a T a
FBl_Lenl7-ca.seqg(l»2341) —| C GEALTICCC LLGAGGERI GCTCCARATT I z cz
wlsoclate #1 _PB1_09-04.abl (22:549)
CTEGLATITCCCTAAGAGGRRCCOGCOCTICCA CTCRLZE
wlsclate #2_PB1_09-04.abl (13»526)
CTEELTICCCTRARAG GCTCCA CTICRLZL
wlsoclate #3_FB1_09-04.abl (10>504)<—
I CCLR CTCLE
wlsolate #4_FB1_09-04.abl (1>504)
CIGGATCCCTRARRAGAGGRARCCOCGCTCCEAR CICRER

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Len17-ca: A/Leningrad/134/17/57 (H2N2) master donor virus;
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PA gene
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’Iranslate'ﬂ“cnsensus AATTITAGRAARAGGEATITIIICAGCTIGARAT CARGRALALACTIGCITICIIGICEITICRG S T GG G
HTN3-wt_PL.3eq(1>2233) —*|aactcgagggygttectecagectgaatcaagaaaattgecttectcattigttcaggecea aqg g
FR LenlT7-ca.seqg(l»>2232) | rn T GEALALGEGEGRATT ICARGECTGARTCARLGRALRLRLACTGCTTICT GICGEITCRAGEG T GG G
—

wlsclate $1_PL 09-08.abl(1>2839)
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wIsclate $3_FR 09-06.abl(14>505)

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Len17-ca: A/Leningrad/134/17/57 (H2N2) master donor virus;



HA gene
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P Translate P Consensus CALTCRATGCCETGETCRARARACGEGEGERACTALE L GT A AL CEC AT T AL CTGRALAGRAGGLGTGGERLARAGTCGEGTIRLRTGGCER
HA HTN3-wt.3eg(l>1707) —*|catcatgccocgtgtoaaacgggactaaagtitaaacacattaactgaaagagogagtggaagteogttaatgena
HA waccine HTN3.seq(l>1707) —*| catcatgccgtgteocaaacag gactaaagtaaacacattaasa tgeaeagaggaegtagageagtcgttaatgceca

wlsolate #1_HA 09-07.abl{1>473)—

wlsolate #2_HR 093-07.abl(l»264)—

wIsclate $3_HA 09-07.zbl1(1>252)—

wIsclate #4 HR 09-07.abl {1»517)—

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Vaccine_H7N3: A/17/mallard/Netherlands/00/95 (H7N3) LAIV



NP gene
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’Trﬁnslﬁte’Ccnsensus ATCRATGECAGCARATITICHR IGEGEEAR G LELEGEERALALGRERE LATCRAGER LATGRGECG LBELALRT BTLARAGGEARATG
HTN3-wt_INF.seq(1>1565) —“|lattatggcyggcgttta egggaa a cgagggcadgaa atctgacatgagda tgaaat ataagaatg
NF_Lenl7-ca.seq(l>1363) — | ATCARTGGCAGCATTICR2 IGGEELE L & LELGEGGGELRLGERELR LTCLGER LTITGLGEGEEG LELLLT LTLLGELRTG
wlsolate #1 NP 08-10.2k1{1>536)%
Y G
wIsclate #2_NP 09-10.akl (1»547)
1% TG
wIsolate §3_NP_09-10.zkl(1>544)+
% TG
wIsolate #4_NEP_05-10.2k1{1»537)%
1y I1G

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;

Len17-ca: A/Leningrad/134/17/57 (H2N2) master donor virus;



NA gene
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’Iranslate}:cnsensus LR TG LETG2R L CATZRLER iy LTZ LR LR LCTITGIGETITRARRLCLEERE ATLEZR LR LR LATALTZLER T
NA_HTN3-wt.seg(1>1427) —|zzctgceagrtgacaccatasaasa Bcatacaacaacactgtggtaaacaacataacaeaacaacaataatasact
R vaccine HTN3.seq(1>1427) | zeactgcagtgacactcataa ECcEeEtEecEBCEECAECTIgIggtaaacBEBACAETABCAEACAECEAETEAEETERBCT

wlsoclate 41 _NA 10-13.abl (1:>541)—*

wIsclate #2_N2& 10-13.2b1({1>543)—

wIsclate #3_NA 10-13.2bl(1>429)—

wIsclate 44 N2 10-13.zkl{1»548)—

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Vaccine_H7N3: A/17/mallard/Netherlands/00/95 (H7N3) LAIV



M gene
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’Iranslate’:cnsensus ITIGCRAGGCCIRARTCRGRRRCG ATGGGGEG GCAGATGCRARRCGRATITCRARGIGRACCCTICTITGITGTITGCCGCE
HTH3-wt_M.seq(1>1027) —|ltttgcagy teaccagaeaacgygeatgggegtgcaeasaatgcagecgattcaagtgact tctcgttattgeoceocgec
M Lenl7-ca.seq{l>1028) | I TTGECLGEGGECCTER CAGRARRRCGRR GGGGG G CAGATGCRARRCGRATT CRALGTGRACCCTCT GTITTGTTGCCGC

wlaclate #1_M_09-14.abl (1>545)

wIsolate #2 M 09-14.abl1({1>293)

wlsclate #3_M 09-14.2bl(1>519)

wlsolate #4 M 09-14.abl(1>508)+

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Len17-ca: A/Leningrad/134/17/57 (H2N2) master donor virus;



NS gene
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"I‘_’E.:lslate Consensus LRCGEGEGRARARARRTGGECOGRAGRARCRRTTLRG G CLRRELLGT CERLGRLE LLGER GG IGARTTITGLRAGRARGTGRGLRC
HTN3-wt_N5.3eq(1>890) —“|lacgcoctacatggocgagacgagttygagtcagaaygtt aggadga cegatggcoctcocattgcoct tTgcadgaas
N5 Lenl7-ca.seg(l>590) —* | ACGGAARRATGGCGAGARCARATTAGSG CLLLLGT CELLGEGLLEL LLGER GG IGARTTGLLAGRARRGTGRGLRC
wlsolate #1_NS_09-16.abl(1>393)

wlsclate $2 NS 09-16.akl (1>393) <

wlsclate #3_N5 09-16.abl (20>488) %

wIsclate #4_NS_09-16.abl{1>427)

H7N3-wt: A/mallard/Netherlands /12/2000 (H7N3) wild-type virus;
Len17-ca: A/Leningrad/134/17/57 (H2N2) master donor virus;
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