A.orp1 promoter region :

GGCGACACGAAATGACGTAGCCGGTCGACGCCATTCCCGGCGCACCCTGCGC
CCTAACGCCGCCTCTCAGTCCCGACAGACCTGTCTGCGCACCCCGTGTAGCCA
GTCTGACCACACCTCGCCGCGCTGGCCTCCATGCCGGTCTCCAAGACCGTTAT
CCCCTGCCCGACGCCTTGGCGGCTATCCCTGCCAGCCCGTCTCCCCCTGACAT

- e s S S e S e e e e e e S Ey,

A{GGGCGTGTTTTGCGCCdACATGGCCACGACAAGGCGCATTTTACGCCM
CAAGCTCGACGTTCCACGCAAAAAGCAACAACCAATCAGAATAAAAGCATTTCT
TTTAACGGCATCATTCCTGCTTCGGAGTGGTCGGTACCGGAGGTACGCCACGE
CATGATCGTCCATGC L
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B.orp2 promoter region :

GTTTCGCAGGGGATGTCTCGGGGCAGGGCCATATGATCCTCCGTGTGAAAGTCT
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CTATCATGTlGGGCGCATTTTGCGCCdTAI [TTTCTTGGGCGTGCATGTGTGTTGG
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CGTGGCAAACGCTGCATACGCGGCGGAAGGAGCACATATGCCATACGGAGATG
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Figure S1: Sequences of orp1 (A) and orp2 (B) promoter regions. The indentified
o4 promoters of orp7 and orp2 are boxed in solid lines. The transcriptional start point of
both operons is indicated by bent arrows. The stop codon and the start codon are in
italics and underlined, and the shine-Dalgarno are indicated in bold. The two palindromic
binding sites of the >4 transcription activator, DVU2106, are boxed in dotted lines. The
sequences of the putative IHF-binding sites are in bold and underlined: the orp7
promoter contains two putative IHF-binding sites and one putative IHF-binding sequence
was found in the orp2 promoter.
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