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[bookmark: _GoBack]Figure S1 The conservation score for the mutated DNA base according to PhastCons and Genomic Evolutionary Rate Profiling (GERP) software available at the University of California Santa Cruz. The mutated base and coded amino acid in different species are highlighted by a red rectangle. Histidine is highly conserved at the position affected by the mutation.
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GERF scores for mammalian alignments
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