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 NR 043162 Deinococcus sonorensis KR-87
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 AB681788 Staphylococcus saprophyticus subsp. saprophyticus strain: NBRC 102446

 AY425946 Bacillus cereus strain G9241

 AY138276 Bacillus cereus strain 2000031491

Firmicutes

 DQ300591 Uncultured bacterium clone HF130 A6 P1 
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 DQ520188 Uncultured bacterium clone ML-9-34.2

 EU491779 Uncultured bacterium clone EPR3967-O2-Bc30

 Inflatella pellicula OTU 913

 EF454187 Uncultured candidate division ZB3 bacterium clone 290cost002-P3L-1771

 AB089068 Uncultured bacterium clone: Rs-J96
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 AJ698092 Spirochaeta sp. type strain SPN1T

 NR 042260 Spirochaeta coccoides DSM 17374

Spirochaetes

 AF351214 Uncultured bacterium clone 12-24

 AF351217 Uncultured bacterium clone 12-48

 DQ369742 Uncultured bacterium clone D-BACT

 AM991185 Uncultured bacterium clone M6A-106

 AY177763 Uncultured Gram-positive bacterium isolate 5G01

 AB179505 Uncultured bacterium gene for 16S rRNA partial sequence clone: MIZ14

 AF529103 Uncultured Gram-positive bacterium clone FTL22

 EU491416 Uncultured bacterium clone P0X4b3E10

 Inflatella pellicula OTU 870

 DQ906859 Uncultured bacterium clone 10D-10

 gi|117580814|gb|DQ906893.1| Uncultured bacterium clone 12A-2 16S ribosomal RNA gene partial sequence
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Thermotogae

 NR 024751 Thermotoga thermarum strain DSM 5069

Thermodesulfobacteria

 GU180076 Uncultured Thermodesulfobacteria bacterium clone D055111B09

Aquificae

 HM110206 Uncultured Aquificae bacterium clone SHNS732

Synergistetes

 GQ258968 Synergistetes bacterium ADV897

Archaea

 X90478 Sulfolobus solfataricus
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Figure S1: Bootstrap consensus (n=1000) Maximum Likelihood phylogenetic tree illustrating the affiliation of sponge derived sequence reads with candidate phyla not previously identified in sponges. Bootstrap values, which represent the percentage of trees in which the associated taxa clustered together, are shown next to the branches. The tree is drawn to scale, with branch lengths measured in the number of substitutions per site. Sponge derived sequences are denoted in red with solid red circles. 
