	Table S9. Functional annotation cluster: MSC 0.7 DOWN

	Functional annotation cluster (enriched score)
	G
	P Value
	Functional annotation cluster (enriched score)
	G
	P Value

	1. Exocytosis (1.62)
	
	
	2. Ion homeostasis (1.45)
	
	

	GO:0046903~secretion
	4
	0.0137
	GO:0006873~cellular ion homeostasis
	4
	0.0319

	GO:0006887~exocytosis
	3
	0.0203
	GO:0055082~cellular chemical homeostasis
	4
	0.0330

	GO:0016192~vesicle-mediated transport
	4
	0.0489
	GO:0050801~ion homeostasis
	4
	0.0396


Results of the functional annotation clustering performed using the DAVID's platform. Below each functional cluster (gray boxes) the GO clustered term (left columns), the number of differentially expressed genes that were present in each GO term (G, middle columns) and the statistical p value of GO term enrichment are indicated.
