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Figure'S10."Alignments'targeted'to'local'chromosomal'regions'have'increased'misaligned'reads.'
�
Rice"wholeMgenome"sequencing"reads"(63"million"75"bp"pairedMend"reads)"were"aligned"to"the"rice"
whole"genome"(A),"the"rice"chromosome"10"(B),"and"a"1"Mb"region"of"the"rice"chromosome"10,"
corresponding"to"posiTons"1,000,001"to"2,000,000"(C)."The"shown"alignments"are"typical"views,"
obtained"with"an"IGV"1.5"viewer,"all"of"which"are"from"an"idenTcal"region"of"chromosome"10"
corresponding"to"posiTons"1,257,001"to"1,261,528."Bars"represent"75"bp"reads,"of"which"white"bars"
represent"reads"with"a"mapping"quality"of"0"and"black"bars"discordant"paired"reads"with"an"
unconvenTonal"insert"size."Colored"lines"in"bars"indicate"nonMreference"bases.��


