
Figure S5

Phylogenetic tree of the species identified by MEGAN4 on the colorectal carcinoma samples for patient 1
after aligning with megablast against viral and microbial genomes and the human microbiome. Only
reads were used that were not mapped to human sequences by ContextMap. Assigned read numbers are
annotated next to the species name and node size is proportional to the number of reads assigned to the
node.
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