
Figure S4: Cross-correlation of MHC-I predicted binding affinity relative to Netchop 20S 
proteasome cleavage of tetanus toxin 
The sequence for tetanus toxoid (gi 40770 ) was submitted to NetChop 3.1 webserver1 
(http://www.cbs.dtu.dk/services/NetChop/ )and the cleavage predictions for the 20S proteasomal 
subunit were retrieved. The output was cross-correlated against standardized individual MHC-I 
binding affinities indexed to the N-terminal amino acid of the binding 9-mer peptide. The scissile 
bond cleavage position is indicated using the standard peptidase notation. 
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