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Table S1. List of yeast strains.
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Strain Name
	Relevant Genotype
	Source

	
	W303-derived strains
	

	YKL83
	GAL-UBR1 (HIS3)
	[1]

	ABy010
	GAL-UBR1 (HIS3) bar1::LEU2
	This Study

	ABy1643
	GAL-UBR1 (HIS3) bar1::LEU2 MRC1::3HA-MRC1(KanMX4)
	This Study

	ABy1596
	GAL-UBR1 (HIS3) rad59::TRP1 Cl.1
	This Study

	ABy1597

ABy1904

	GAL-UBR1 (HIS3) rad59::TRP1 Cl.2

GAL-UBR1 (HIS3) bar1::LEU2 rad1::NatR
	This Study

This Study

	ABy1654
	GAL-UBR1 (HIS3) bar1::LEU2 MRC1::3HA-MRC1(KanMX4) rad59::TRP1
	This Study

	ABy008

ABy1906

	GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3)

GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3) rad1::NatR
	This Study

This Study

	ABy1541
	GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3) MRC1::3HA-MRC1(KanMX4)
	This Study

	ABy1598
	GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3) rad59::TRP1 Cl.1 
	This Study

	ABy1599

ABy1908

	GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3) rad59::TRP1 Cl.2 
GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3)  rad59::TRP1 Cl.1 rad1::NatR
	This Study

This Study

	ABy1656
	GAL-UBR1 (HIS3) bar1::LEU2 cdc9::cdc9-td (URA3) MRC1::3HA-MRC1(KanMX4) rad59::TRP1 
	This Study

	
	SSL204-derived strains
	

	SSL204
	MATa ade2 his3Δ200 trp1 leu2 ura3-52
	[2]

	ABy1321

ABy1889
	rad1::URA3

rad2::URA3
	This study

This study

	ABy1323
	rad10::URA3
	This study

	ABy1325
	rad14::URA3
	This study

	ABy1451
	slx4::URA3
	This study

	ABy1407
	rad59::URA3
	This study

	ABy1430
	rad51::URA3
	This study

	ABy1537
	exo1::URA3 Cl.1
	This study

	ABy1538
	exo1::URA3 Cl.2
	This study

	ABy805
	hxt13::URA3 
	This study

	SSL212A
	rad52Δ HS::LEU2
	[2]

	ABy1055
	pRS313
	This study

	ABy1056
	pRS313-CDC9
	This study

	ABy1127
	pRS313-cdc9-K419A
	This study

	ABy1177
	pRS313-cdc9-K598A
	This study

	ABy1086
	pRS313-cdc9-NΔ60
	This study

	ABy1185
	pRS313-ChVLig-3HA
	This study

	ABy1277
	pRS423gal
	This study

	ABy1278
	pRS423gal-ChVLig-3HA
	This study

	ABy1146
	pgal
	This study

	ABy1146
	pgal-rad53-K221A/D339A (KD)
	This study

	ABy685
	pol30::pol30K107R (LEU2)
	[3]

	SSL612α
	cdc9-1 MATα  ade2 his3Δ200 trp1 leu2 ura3-52
	[4]

	
	SSL612a (cdc9-1)-derived strains
	

	SSL612a
	cdc9-1 MATa  ade2 his3Δ200 trp1 leu2 ura3-52
	[4]

	ABy1539
	exo1::URA3 Cl.1
	This study

	ABy1540
	exo1::URA3 Cl.2
	This study

	ABy807
	hxt13::URA3 
	This study

	ABy1057
	cdc9-1, pRS313
	This study

	ABy1058
	cdc9-1, pRS313-CDC9
	This study

	ABy1128
	cdc9-1, pRS313-cdc9-K419A
	This study

	ABy1087
	cdc9-1, pRS313-cdc9-K598A
	This study

	ABy1178
	cdc9-1, pRS313- cdc9-NΔ60
	This study

	ABy1186
	cdc9-1, pRS313-ChVLig-3HA
	This study

	ABy1279
	cdc9-1, pRS423gal
	This study

	ABy1280
	cdc9-1, pRS423gal-ChVLig-3HA
	This study

	ABy1148
	pgal
	This study

	ABy1149

ABy1388-10b

ABy1890

ABy1874

ABy1391-3d

	pgal-rad53-K221A/D339A (KD)

cdc9-1 rad1::URA3

cdc9-1 rad2::URA3

cdc9-1 rad10::URA3

cdc9-1 rad14::URA3
	This study

This study

This study

This study

This study

	ABy1439-4a
	cdc9-1 rad59::URA3 Cl.1
	This study

	ABy1439-7c
	cdc9-1 rad59::URA3 Cl.2
	This study

	ABy1439-13a

ABy1897

ABy1912

ABy1913

	cdc9-1 rad59::URA3 Cl.3

cdc9-1 slx4::URA3

cdc9-1, pBM272-gal

cdc9-1, pBM272-gal-cdc9-1
	This study

This study

This study

This study

	ABy1605
	cdc9-1 pol30::pol30K164R (LEU2), pRS313
	This study

	ABy1606
	cdc9-1 pol30::pol30K164R (LEU2), pRS313-CDC9
	This study

	ABy1607
	cdc9-1 pol30::pol30K164R (LEU2), pRS313-cdc9-K419A
	This study

	ABy1608
	cdc9-1 pol30::pol30K164R (LEU2), pRS313-cdc9-K598A
	This study

	ABy1609
	cdc9-1 pol30::pol30K164R (LEU2),  pRS313- cdc9-NΔ60
	This study

	ABy872

ABy1914

ABy1915

ABy1916

	cdc9-1* pol30::pol30K107R (LEU2)

cdc9-1* pol30::pol30K107R (LEU2), pBM272-gal

cdc9-1* pol30::pol30K107R (LEU2), pBM272-gal-cdc9-1 Cl. 3
cdc9-1* pol30::pol30K107R (LEU2), pBM272-gal-cdc9-1 Cl. 7

	[3]

This study

This study

This study

	
	RDKY3615-derived strains
	

	RDKY3615
	ura3-52, leu2∆1, trp1∆63, his3∆200, lys2∆Bgl, hom3-10, ade2∆1, ade8, htx13::URA3
	[5]

	RDKY3735
	sml1::KanMX, mec1::HIS3
	[6]

	YKJM5789
	pol30::HIS3, YCPlac22-POL30
	This study

	YKJM5799
	pol30::HIS3, YCPlac22-pol30-K183R
	This study

	YKJM5985
	pol30::HIS3, YCPlac22-pol30-K107R
	This study

	YKJM5986
	pol30::HIS3, YCPlac22-pol30-K117R
	This study

	YKJM5988
	pol30::HIS3, YCPlac22-pol30-K127R
	This study

	YKJM5989
	pol30::HIS3, YCPlac22-pol30-K127/164R
	This study

	YKJM5991
	pol30::HIS3, YCPlac22-pol30-K164R
	This study
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