Table S2. ‘Leave-one-out’ sensitivity analysis for meta-analysis

	Excluded
	OR
	95%CI
	P-value
	N Cases
	N Controls
	Heterogeneity

	Study
	Sample
	
	
	
	
	
	

	Chen et al. [11]
	Shandong
	1.04
	0.98-1.11
	0.22
	8,412
	11,894
	0.006

	Li et al. 
 ADDIN EN.CITE 
[12]

	Yuxi
	1.06
	0.99-1.14
	0.11
	8,494
	11,648
	0.001

	Li et al. 
 ADDIN EN.CITE 
[12]

	Kunming
	1.07
	0.99-1.14
	0.07
	8,579
	11,738
	0.002

	Li et al. [13]
	Singapore
	1.06
	0.98-1.14
	0.13
	8,097
	11,366
	0.001

	Liou et al. 
 ADDIN EN.CITE 
[14]

	Taiwan
	1.06
	0.98-1.14
	0.12
	8,460
	11,549
	0.001

	O’Donovan et al. 
 ADDIN EN.CITE 
[15]

	Shanghai
	1.06
	0.98-1.14
	0.14
	7,986
	11,327
	0.001

	Shi et al. 
 ADDIN EN.CITE 
[16]

	Shanghai and Anhui
	1.06
	0.98-1.14
	0.15
	7,758
	9,554
	0.001

	Shi et al. 
 ADDIN EN.CITE 
[16]

	Beijing and Shandong
	1.07
	1.00-1.15
	0.04
	7,472
	10,796
	0.01

	Shi et al. 
 ADDIN EN.CITE 
[16]

	Guangdong and Guangxi
	1.07
	1.00-1.15
	0.08
	8,099
	10,332
	0.003

	Steinberg et al. 
 ADDIN EN.CITE 
[17]

	Sichuan
	1.06
	0.99-1.14
	0.08
	8,543
	11,896
	0.002

	Xiao et al. [18]
	Xinxiang
	1.04
	0.98-1.11
	0.23
	8,486
	11,894
	0.01

	Zhang et al. [8]
	Xi’an
	1.03
	0.97-1.10
	0.26
	8,416
	11,768
	0.03


OR, Odds ratio; CI, Confidence Interval; P-value, Meta analysis P-value; 

N Cases, number of cases; N controls, number of controls, heterogeneity, heterogeneity P-value.
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