Table S2. Genes found significantly down-regulated in leiomyoma vs. myometrium in FGS[image: ]
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 1.00E-03 -15.573  202672_s_at  ATF3  activating transcription factor 3  Nucleus  transcription regulator

 1.00E-03 -13.548  204719_at  ABCA8

 ATP-binding cassette, sub-family 

A (ABC1), member 8  Plasma Membrane  transporter

 1.00E-03 -13.380  209613_s_at  ADH1B

 alcohol dehydrogenase 1B (class 

I), beta polypeptide  Cytoplasm  enzyme

 1.00E-03 -11.608  209189_at  FOS

 FBJ murine osteosarcoma viral 

oncogene homolog  Nucleus  transcription regulator

 1.00E-03 -10.989  202768_at  FOSB

 FBJ murine osteosarcoma viral 

oncogene homolog B  Nucleus  transcription regulator

 1.00E-03 -10.622  227697_at  SOCS3  suppressor of cytokine signaling 3 Cytoplasm  other

 1.00E-03 -10.346  201842_s_at  EFEMP1

 EGF-containing fibulin-like 

extracellular matrix protein 1  Extracellular Space  other

 1.00E-03 -9.680  212224_at  ALDH1A1

 aldehyde dehydrogenase 1 family, 

member A1  Cytoplasm  enzyme

 1.00E-03 -8.932  205683_x_at  TPSAB1  tryptase alpha/beta 1  Extracellular Space  peptidase

 1.00E-03 -8.907  207134_x_at  TPSB2

 tryptase beta 2 

(gene/pseudogene)  Extracellular Space  peptidase

 1.00E-03 -8.580  216474_x_at  TPSAB1  tryptase alpha/beta 1  Extracellular Space  peptidase

 1.00E-03 -8.468  207741_x_at  TPSAB1  tryptase alpha/beta 1  Extracellular Space  peptidase

 1.00E-03 -8.346  210084_x_at  TPSAB1  tryptase alpha/beta 1  Extracellular Space  peptidase

 1.00E-03 -8.056  201843_s_at  EFEMP1

 EGF-containing fibulin-like 

extracellular matrix protein 1  Extracellular Space  other

 1.00E-03 -8.033  229461_x_at  NEGR1  neuronal growth regulator 1  Extracellular Space  other

 1.00E-03 -7.372  204273_at  EDNRB  endothelin receptor type B  Plasma Membrane  G-protein coupled receptor

 1.00E-03 -7.042  221841_s_at  KLF4  Kruppel-like factor 4 (gut)  Nucleus  transcription regulator

 1.00E-03 -6.979  202241_at  TRIB1  tribbles homolog 1 (Drosophila)  Cytoplasm  kinase

 1.00E-03 -6.503  209612_s_at  ADH1B

 alcohol dehydrogenase 1B (class 

I), beta polypeptide  Cytoplasm  enzyme

 1.00E-03 -6.373  1552732_at  ABRA

 actin-binding Rho activating 

protein  Cytoplasm  transcription regulator

 1.00E-03 -6.281  213068_at  DPT  dermatopontin  Extracellular Space  other

 1.00E-03 -6.190  209710_at  GATA2  GATA binding protein 2  Nucleus  transcription regulator

 1.00E-03 -6.101  223623_at  C2ORF40

 chromosome 2 open reading 

frame 40  Extracellular Space  other

 1.00E-03 -6.017  210764_s_at  CYR61

 cysteine-rich, angiogenic inducer, 

61  Extracellular Space  other

 1.00E-03 -5.901  211745_x_at  HBA1  hemoglobin, alpha 1  Cytoplasm  transporter

 1.00E-03 -5.889  208370_s_at  RCAN1  regulator of calcineurin 1  Nucleus  transcription regulator

 1.00E-03 -5.881  225207_at  PDK4

 pyruvate dehydrogenase kinase, 

isozyme 4  Cytoplasm  kinase

 1.00E-03 -5.812  209458_x_at  HBA1  hemoglobin, alpha 1  Cytoplasm  transporter

 1.00E-03 -5.792  225571_at  LIFR

 leukemia inhibitory factor receptor 

alpha  Plasma Membrane  transmembrane receptor

 1.00E-03 -5.641  213006_at  CEBPD

 CCAAT/enhancer binding protein 

(C/EBP), delta  Nucleus  transcription regulator

 1.00E-03 -5.637  222717_at  SDPR  serum deprivation response  Plasma Membrane  other

 1.00E-03 -5.626  215382_x_at  TPSAB1  tryptase alpha/beta 1  Extracellular Space  peptidase

 1.00E-03 -5.618  217414_x_at  HBA1  hemoglobin, alpha 1  Cytoplasm  transporter

 1.00E-03 -5.583  205392_s_at  CCL14  chemokine (C-C motif) ligand 14  Extracellular Space  cytokine

 1.00E-03 -5.567  209795_at  CD69  CD69 molecule  Plasma Membrane  transmembrane receptor

 1.00E-03 -5.564  211699_x_at  HBA1  hemoglobin, alpha 1  Cytoplasm  transporter

 1.00E-03 -5.533  208335_s_at  DARC

 Duffy blood group, chemokine 

receptor  Plasma Membrane  G-protein coupled receptor

 1.00E-03 -5.498  204748_at  PTGS2

 prostaglandin-endoperoxide 

synthase 2 (prostaglandin G/H 

synthase and cyclooxygenase)  Cytoplasm  enzyme

 1.00E-03 -5.389  205027_s_at  MAP3K8

 mitogen-activated protein kinase 

kinase kinase 8  Cytoplasm  kinase

 1.00E-03 -5.389  238441_at  PRKAA2

 protein kinase, AMP-activated, 

alpha 2 catalytic subunit  Cytoplasm  kinase

 1.00E-03 -5.385  202340_x_at  NR4A1

 nuclear receptor subfamily 4, 

group A, member 1  Nucleus  ligand-dependent nuclear receptor

 1.00E-03 -5.359  206211_at  SELE  selectin E  Plasma Membrane  other

 1.00E-03 -5.333  216248_s_at  NR4A2

 nuclear receptor subfamily 4, 

group A, member 2  Nucleus  ligand-dependent nuclear receptor

 1.00E-03 -5.315  204018_x_at  HBA1  hemoglobin, alpha 1  Cytoplasm  transporter

 1.00E-03 -5.307  241672_at  C13ORF36

 chromosome 13 open reading 

frame 36  unknown  other

 1.00E-03 -5.234  203851_at  IGFBP6

 insulin-like growth factor binding 

protein 6  Extracellular Space  other

 1.00E-03 -5.216  213071_at  DPT  dermatopontin  Extracellular Space  other

 1.00E-03 -5.148  201044_x_at  DUSP1  dual specificity phosphatase 1  Nucleus  phosphatase

 1.00E-03 -5.109  205624_at  CPA3  carboxypeptidase A3 (mast cell)  Extracellular Space  peptidase

 1.00E-03 -5.025  36711_at  MAFF

 v-maf musculoaponeurotic 

fibrosarcoma oncogene homolog F 

(avian)  Nucleus  transcription regulator


