Figure S7. Real-time PCR data and promoter methylation of selected genes. This analysis was performed in order to investigate the correlation between promoter methylation and gene expression. qRT-PCR assay on 2 genes with promoter CpG island hypomethylation in GBM2 cell line (MeDip-ChiIP data ) showed increased expression of the downstream gene (p<0.05). The chart shows values normalized relative to housekeeping gene (HPRT). Values are expressed as fold modulation relative to G144 cell line (methylated promoter). Data are the averages of two independent experiments. 
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