Table S1. Information regarding the sequence datas
	
	Pygmy loris metagenome

	Raw data
	

	Total # of reads
	78,619

	Total bp
	34,473,384

	Mean length (bp)
	438 ± 122

	Mean GC %
	53 ± 9 %

	MG-RAST Analysis
	

	Total # of reads 
	78,619

	Total bp
	34,473,384

	Mean length (bp)
	438 ± 122

	Mean GC %
	53 ± 9 %

	Total # of reads post QC
	61,281

	Total bp post QC
	27,187,688

	Mean length post QC (bp)
	443 ± 121

	Mean GC % post QC
	53 ± 9 %

	Processed predicted protein features
	61,685

	Processed predicted rRNA features
	11,471


QC: MG-RAST 3.0 applied quality control of the reads.
