Supplementary Figure 3. Homologs of cellodextrin transporters in Cellulomonas species.
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	Cellulomonas gilvus
	Cellulomonas flavigena
	Cellulomonas fimi

	Query protein
	Homolog
	Score*
	Homolog
	Score*
	Homolog
	Score*

	CldR1
	Celgi_1052
	196
	Cfla_2402
	193
	Celf_1287
	200

	CldG1
	Celgi_1053
	257
	Cfla_2401
	286
	Celf_1288
	297

	CldF1
	Celgi_1054
	340
	Cfla_2400
	340
	Celf_1289
	345

	CldE1
	Celgi_1055
	300
	Cfla_2399
	333
	Celf_1290
	337

	CldC1
	Celgi_2447
	498
	Cfla_1084
	469
	Celf_2783
	488

	CbpA2
	-
	-
	-
	-
	-
	-

	CbpB2
	Celgi_2245
	88.6
	Cfla_0501
	88.2
	Celf_1347
	88.6

	CbpC2
	-
	-
	-
	-
	-
	-

	CbpD2
	-
	-
	-
	-
	-
	-

	lbp2
	Celgi_2865
	128
	Cfla_1020
	130
	Celf_2865
	128

	NCU081143
	Celgi_2645
	105
	Cfla_2820
	105
	-
	-

	NCU008013
	Celgi_2645
	117
	Cfla_2820
	112
	-
	-


* Score= the NCBI BLAST bit score indicates the strength of the alignment.
1 From Bifidobacterium breve UCC2003. 

2 From Clostridium thermocellum ATCC27405.
3 From Neurospora crassa OR74A.
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