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Supplementary Table

Table S1. Primer sequences
Primers for construction of the gene-targeting vector

Exon 14F; 5’-CAGGACTCGAGAAGAGAACCCGACACTATTTCATTGCTGC-3’
Intron 14F: 5’-CCGCTCGAGGAGTTCCTGCTATGGCACG-3’
Exon 21R: 5’-CTCAGATTGATCCGGAATAATGAAGTCTGGCCAGC-3’
Exon 16F: 5’-CTCTAGATCCGGATGATCAGGAGCAAGGGGC-3’
Intron 21R: 5’-GCCTCTAGATCTGCGACCTACACCACAGCTC-3’
Exon 22R: 5’-CTCTAGAGGTAACTCTGCCAGTTCCTCCCGTCAAGAC-3’
Primers for PCR Screening for F8 recombination
Exon 14 sF: 5’-GCTTTATTAACTGAGAATAGGGCATCTGC-3’
Exon 18 sR: 5’-GCCAGGGAGTGTATCCATCACATAG-3’
Neo sR: 5’-CTTCCCGCTTCAGTGACAACGTCGAGCACAG-3’
Neo sF: 5’-CGCCTTCTTGACGAGTTCTTCTG-3’
Exon 22 sR: 5’-TAAGGTGCCCGTGGAATTCCCTC-3’


Primers for RT-PCR detection of porcine F8 mRNA

Exon 14 F: 5’-CGACACTATTTCATTGCTGC-3’

Exon 16Δ R: 5’-CCGGATAAGAAATAAGGCTC-3’
Exon 18 F: 5’-GTACAATCTCTATCCGGGTG-3’
Exon 22 R: 5’-GGTAACTCTGCCAGTTCCT-3’

GAPDH F: 5’-AAGCTCATTTCCTCGTACGAC-3’

GAPDH R: 5’-GGAGGCCATGTGGACCAT-3’
Primers for the DIG-labeled probes

Exon 14 F: 5’-GAAATCGAACAGGTCCAGG-3’
Exon 14 R: 5’-CAGAAGCTTGGAGGGAGTC-3’
Intron 21 F: 5’-TACAGCGCTTCCTTACCAC-3’
Exon 22 R: 5’-TAACTCTGCCAGTTCCTCC-3’

