Table S2: Compiled human PRDM9 alleles from four publications [1-4].

	Allele 
	Oliver et al 2009 [1]
	Baudat et al 2010 [2]
	Berg et al 2010+2011 [3,4]
	Berg et al 2010+2011 [3,4]
	Absolute numbers
	Percentages

	
	Non-African
	Non-African
	Non-African
	African
	African
	Non-African
	African
	Non-African

	L1
	
	
	1
	
	0
	1
	0.00
	0.22

	L2
	
	
	1
	
	0
	1
	0.00
	0.22

	L3
	
	
	1
	
	0
	1
	0.00
	0.22

	L4
	
	
	
	6
	6
	0
	4.48
	0.00

	L5
	
	
	
	1
	1
	0
	0.75
	0.00

	L6
	
	
	
	8
	8
	0
	5.97
	0.00

	L7
	
	
	1
	3
	3
	1
	2.24
	0.22

	L8
	
	
	1
	
	0
	1
	0.00
	0.22

	L9
	
	
	2
	
	0
	2
	0.00
	0.45

	L10
	
	
	1
	
	0
	1
	0.00
	0.22

	L11
	
	
	
	4
	4
	0
	2.99
	0.00

	L12
	
	
	
	2
	2
	0
	1.49
	0.00

	L13
	
	
	
	1
	1
	0
	0.75
	0.00

	L14
	
	
	
	7
	7
	0
	5.22
	0.00

	L15
	
	
	
	3
	3
	0
	2.24
	0.00

	L16
	
	
	
	3
	3
	0
	2.24
	0.00

	L17
	
	
	
	1
	1
	0
	0.75
	0.00

	L18
	
	
	
	1
	1
	0
	0.75
	0.00

	L19
	
	
	
	2
	2
	0
	1.49
	0.00

	L20
	
	
	8
	
	0
	8
	0.00
	1.79

	L21
	
	
	
	2
	2
	0
	1.49
	0.00

	L22
	
	
	
	2
	2
	0
	1.49
	0.00

	L23
	
	
	
	1
	1
	0
	0.75
	0.00

	L24
	
	
	3
	
	0
	3
	0.00
	0.67

	L25
	
	
	1
	
	0
	1
	0.00
	0.22

	L26
	
	
	1
	
	0
	1
	0.00
	0.22

	L27
	
	
	
	
	0
	0
	0.00
	0.00

	A
	40
	189
	149
	63
	63
	378
	47.01
	84.75

	B
	5
	11
	3
	5
	5
	19
	3.73
	4.26

	C
	
	3
	4
	19
	19
	7
	14.18
	1.57

	D
	
	4
	3
	
	0
	7
	0.00
	1.57

	E
	
	3
	6
	
	0
	9
	0.00
	2.02

	F
	
	
	
	
	0
	0
	0.00
	0.00

	I
	
	
	
	
	0
	0
	0.00
	0.00

	H
	
	
	
	
	0
	0
	0.00
	0.00

	isolate6a
	1
	
	
	
	0
	1
	0.00
	0.22

	isolate10
	1
	
	
	
	0
	1
	0.00
	0.22

	isolate10b
	1
	
	
	
	0
	1
	0.00
	0.22

	isolate18a
	1
	
	
	
	0
	1
	0.00
	0.22

	isolate7
	1
	
	
	
	0
	1
	0.00
	0.22

	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	

	total
	50
	210
	186
	134
	134
	446
	100
	100

	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	15 under 5%
	20 under 5%

	
	
	
	
	
	
	
	in a total of 134
	in a total of 446


Alleles are categorized according to whether they were found in individuals of mainly African or mainly non-African ancestry. 
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