
Detailed comparison of the pattern of archaeal r-protein gain and loss reported in Desmond et al., 
2011 [1] with our results: 
 
• we used a tree rooted by Euryarchaeota plus Nanoarchaeota; Desmond et al.  rooted their tree 

by Thaumarchaeota that leads to some disparity in root/non-root position of non-universal 
archaeal r-proteins.  

• Based solely on archaeal tree and archaeal pattern (disregarding eukaryotic homologs), we 
inferred five proteins, L41e, S30e, S25e, L13e, L38e, to several deep branches, but not to the 
last common ancestor;  

• The loss of L18ae, L30e, S27ae by Halobacteriales – agreement; 
• Losses in Thaumarchaeota – we agree with all but one (Nitrosopumilus does have S24e 

protein); 
• We find all four Nanoarchaeal r-proteins classified as lost by Desmond et al. 
• We don’t find L14e and L34e in all Thermoplasmata so these losses were placed deeper on 

our tree – not after but before branching Thermoplasmata and A. boonei; 
• Desmond et al. map the loss of S26e to the common ancestor of Eury/Nanoarchaeotes; our 

study do not confirm this because we did find this protein in two out of three Archaeoglobi, 
Methanopirus, and Nanoarchaeum. 

• We detected r-proteins L29 and L39e in Korarchaeon; 
• L34e is present in Caldivirga maquilingensis (marked as absent in Desmond et al.). 
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