Table S4. Total number of chloroplast paired-end reads, base pairs, percentage of chloroplast reads within total genomic dataset and coverage depth. 

	
	Paired-end reads
	Total base pairs
	% of total reads
	Coverage depth

	L. floccosa ssp. floccosa 
	698,606
	50,299,632
	6.88
	335X

	L. floccosa ssp. grandiflora
	713,779
	51,392,088
	7.25
	343X


