0.5 kbp

A) Mouse Bmccl/ Prune2 gene (268 kbp)

1ATG 2 3 4 5 6 TAG Ta 7b 8 9a 9b 9c ATGL 10 11 12 13 14 15 16 17 18 19 20 T’TG 21
T e—————————— w1 W ® T E LB
44 k 3.6k 2.8k 9.4k 4.2k 34k i 58 k 1‘43 k 11 k 1.8k 29 k 10k 14 k 25k 3.2k 1.7k 6.5k 3.4k 40k 4.4k

[Ce—— 7]
PCA3exon4 52k

B) Mouse Bmccl/Prune2 cDNAs

1ATG 2 10 11 14 15 18 19 20 TAG 21
NM_181348 Ek\/l\/l\/l\/l\/lv,l\/—_v/l\/l\/l\/l\/l\/l\/l\/lM/I
12.512 nt 4
predicted 1ATG 2 WG 72 5' RACE (2) 5' RACE(3) 5' RACE (1)
AK165913 Ebk/l\/k/l\/l\/h

1.886 nt
lung cells 1ATG 2 3 4 5 6 TAG 7a

AKO20727 O A m_ W m_ 4

1.066 nt
spinal cord 1 a6 2 3 4 5 6 7b 8
AK039241 ﬂvlvlvlvlvl\/lv_::::,
2.541 nt
spinal cord | ATG10 11 12 14 15 16 17 me 2
AK165582 [ Jvlvl\/l\/lvlvl\//f:
2.629 nt
bone marrow %a 10 11 12 14 15 16 18 19 20 TAG 21
BC094224 _/ _\_//l\/k/l\/l\/k/k/k/lv|\/|\/*:|
4507 nt
fetal brain 9a 10 11 12 14 15 16 17 ™o 21
AK170001 O :
4.117 nt
dendritic cells 9c AG10 11 12 14 15 16 17 The 21
BC095978 u\/lvl\/l\/lvlvl\/l
4.164 nt
ES cells 9 ATG10 11 12 13 14 15 16 17 19 20 m™e 21
AK172939 = B | A B b1 L 1
4.284 nt
fetal brain 9b ATG 10 11 12 14 15 16 17 19 20 T™e 21
NG A R N TR N N R SRR R R —
2.117 nt

19 20 T/‘*G 21

hypothalamus g} ATG 10 11 12 14 15 16 17
Bmccls — FR69337 D\/kv'v'\/'\/'vk/'\/‘\/'v'

3.985 nt
brain 9b A6 10 11 12 14 15 16 17 TAG 21
AKO054190 D\/h\/lvl\/l\/l\/l\/'\/i:
1.804 nt

oviduct



C) Mouse BMCC1/ Prune2 proteins

BNIP-2 homology

[ BCH ]

NP_851993 T T T TT 1

[ [T T T 11710
u

3.084 aa/339.5 kDa
predicted

BAE38457 DT I 1T T
263 aa/29.6 kDa
lung cells

BAB32192 T T T 110
263 aa/ 29.6 kDa
spinal cord

BAC30291 [T T I

800 aa / 88.5 kDa
spinal cord

BAE38273
294 aa/ 33.6 kDa
bone marrow

AAH94224
1.211 aa/ 134.4 kDa
fetal brain

BAE41506
320 aa/ 36.4 kDa
dendritic cells

Bmccls

[ [ 1711

- LA
AAH95978 E\:I?ui:ljil\/l]
294 aa/ 33.6 kDa
ES cells
BAD32217 E\:I?E:EEU]]]
326 aa/ 37.1 kDa
fetal brain
BAC30198 E\:I?ui:ljiw]]
323 aa/ 36.9 kDa
hypothalamus
Bmccls E\:I?ui:ljiw]]
323 aa/36.9 kDa
brain
BAC35688 I I N N R

294 aa/ 33.6 kDa
oviduct



