Table S7. SNaPshot assay results for cell lines.
	Cell line
	BRAF
	NRAS
	KIT
	CTNNB1
	GNAQ
	GNA11
	Tissue derivation
	Refe

	WM1361A
	WTd
	p.Q61R; c.182A>G
	WT
	WT
	WT
	WT
	Melanoma
	3
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	SK-Mel-238
	p.V600K; c.1798_1799 GT>AA
	WT
	WT
	WT
	WT
	WT
	Melanoma
	4[]


	SK-Mel-90
	WT
	p.Q61K; c.181C>A
	WT
	WT
	WT
	WT
	Melanoma
	5[]


	H358a
	WT
	WT
	WT
	WT
	WT
	WT
	Lung adenof
	6[]


	H2009a
	WT
	WT
	WT
	WT
	WT
	WT
	Lung adeno
	6[]


	LoVoa
	WT
	WT
	WT
	WT
	WT
	WT
	Colon
	7[]


	H460a
	WT
	WT
	WT
	WT
	WT
	WT
	Lung LCCg
	6[]


	H1975
	WT
	WT
	WT
	WT
	WT
	WT
	Lung adeno
	6[]


	H1666b
	WT
	WT
	WT
	WT
	WT
	WT
	Lung adeno
	6[]


	Mel270c
	WT
	WT
	WT
	WT
	p.Q209P; c.626A>C
	WT
	Uveal melanoma
	8[]


	92.1c
	WT
	WT
	WT
	WT
	p.Q209L; c.626A>T
	WT
	Uveal melanoma
	8[]


	WM115
	p.V600E;    c.1799T>A
	WT
	WT
	WT
	WT
	WT
	Melanoma
	9
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	WM1963
	WT
	WT
	WT
	p.S45F; c.134C>T
	WT
	WT
	Melanoma
	10
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	WM266-4
	p.V600D;    c.1799_1800 TG>AT
	WT
	WT
	WT
	WT
	WT
	Melanoma
	11
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	WM3211
	WT
	WT
	p.L576P; c.1727T>C
	WT
	WT
	WT
	Melanoma
	12
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	WM3682
	WT
	p.Q61L; c.182A>T
	WT
	WT
	WT
	WT
	Melanoma
	10
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aThese cell lines have KRAS mutations (H2009 KRAS_G12A; H358 KRAS_G12C; LoVo KRAS_G13D; H460 KRAS_Q61H).
bThis cell line has a BRAF_G466V mutation.
cWhole genome amplified from cell line DNA.
dWT; wild type

eRef; reference for previously-identified mutation indicated

fAdeno, adenocarcinoma

gLCC; large cell carcinoma
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